This Page Is Inserted by IFW Operations 
and is not a part of the Official Record 

BEST AVAILABLE IMAGES 



Defective images within this document are accurate representations of the 
original documents submitted by the applicant. 

Defects in the images may include (but are not limited to): 



BLACK BORDERS 

TEXT CUT OFF AT TOP, BOTTOM OR SIDES 
FADED TEXT 
ILLEGIBLE TEXT 
SKEWED/SLANTED IMAGES 
COLORED PHOTOS 

BLACK OR VERY BLACK AND WHITE DARK PHOTOS 
GRAY SCALE DOCUMENTS 



IMAGES ARE BEST AVAILABLE COPY. 



As rescanning documents will not correct images, 
please do not report the images to the 
Image Problems Mailbox. 
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SEQ ID NO 


CLONE NAME 


SEQUENCE 


SEQ ID NO: 1 


405 (pumilus) 


ATGAAATTTGTAAAAAGAAGGATCATTGCACT 
TGTAACAATTTTGGTGCTGTCAGTCACATCGC 
TGTTTGCGATGCAGCCGTCAGCAAAAGCCGCT 
GAACACAATCCAGTTGTTATGGTTCACGGTAT 
CGGAGGAGCTTCATACAATTTTGCGGGAATTA 
AGAGCTATCTCGTATCTCAGGGCTGGTCACGG 
GGCAAGCTGTATGCGGTTGATTTTTGGGACAA 
GACAGGGACGAATTATAACAATGGCCCGGTAT 
TATCACGATTTGTGCAAAAGGTTTTAGACGAA 
ACGGGTGCGAAAAAAGTGGATATTGTCGCTCA 
CAGTATGGGTGGCGCGAACACACCTTACTACA 
TAAAAAATCTGGACGGCGGAAATAAAATTGAA 
AACGTCGTAACGCTTGGCGGCGCGAACCGTTC 
GACGACAAGCAAGGCGCTTCCGGGAACAGATC 
CAAATCAAAAGATTTTATACACATCCATTTAC 
AGCAGTGCCGATATGATTGTCATGAATTACTT 
ATC AAAATT AGACGGTGC TAAAAACGC TC AAA 
TTCATGGCGTTGGGCACATTGGTTTATTGATG 
AACAGCCAAGTCAACAGCCTGATTAAAGAAGG 
ACTGAACGGCGGGGGCCAAAATACGAATTAA 


SEQ ID NO: 2 


406 (subtilis) 


ATGAAATTTGTAAAAAGAAGGATCATTGCACT 
TGTAACAATTTTGATGCTGTCTGTTACATCGC 
TGTTTGCGTTGCAGCCGTCAGCAAAAGCCGCT 
GAACACAATCCAGTCGTTATGGTTCACGGTAT 
TGGAGGGGCATCATTCAATTTTGCGGGAATTA 
AGAGCTATCTCGTATCTCAGGGCTGGTCGCGG 
GAC AAGC TGTATGC AGTTG ATTTTTGGGAC AA 
GACAGGCACAAATTATAACAATGGACCGGTAT 
TACCACGATTTGTGCAAAAGGTTTTAGATGAA 
ACGGGTGCGAAAAAAGTGGATATTGTCGCTCA 
CAGCATGGGGGGCGCGAACACACTTTACTACA 
TAAAAAATCTGGACGGCGGAAATAAAGTTGCA 
AACGTCGTGACGCTTGGCGGCGCGAACCGTTT 
GACGACAGGCAAGGCGCTTCCGGGAACAGATC 
CAAATCAAAAGATTTTATACACATCCATTTAC 
AGCAGTGCCGATATGATTGTCATAAATTACTT 
ATC AAGATTAGATGGTGC TAG AAACGTTC AAA 
TCCATGGCGTTGGACACATCGGCCTTCTGTAC 
AGC AGCC AAGTC AAC AGC CTGATTAAAGAAGG 
GCTGAACGGCGGGGGACTCAATACAAATTAG 


SEQ ID NO: 3 


402 (megaterium) 


ATGAAATTTGTAAAAAGAAGGATCATTGCACT 
TGTAACAATTTTGGTGCTGTCAGTCACATCGC 
TGTTTGCGATGCAGCCGTCAGCAAAAGCCGCT 
G AC AC AATC C AGTTGTTATGGTTC AC TGGTAT 
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CGGAGGAGCTTCATACAATTTTGCGGGAATTA 
AGAGCTATCTCGTATCTCAGGGCTGGTCACGG 
GGCAAGCTGTATGCGGTTGATTTTTGGGACAA 
GACAGGGACGAATTATAACAATGGCCCGGTAT 
TATCACGATTTGTGCAAAAGGTTTTAGACGAA 
ACGGGTGCGAAAAAAGTGGATATTGTCGCTCA 
CAGCATGGGTGGCGCGAACACACTTTACTACA 
TAAAAAATCTGGACGGCGGAAATAAAATTGAA 
AACGTCGTAACGCTTGGCGGCGCGAACCGTTT 
GACGACAAGCAAGGCGCTTCCGGGAACAGATC 
CAAATCAAAAGATTTTATACACATCCATTTAC 
AGCAGTGCCGATATGATTGTCATGAATTACTT 
ATCAAAATTAGACGGTGCTAAAAACGTTCAAA 
TTCATGGCGTTGGGCACATTGGTTTATTGATG 
AACAGCCAAGTCAACAGCCTGATTAAAGAAGG 
ACTGAACGGCGGGGGCCACAATACAAATTAA 


SEQ ID NO: 4 


400 (lentus) 


ATG AAATTTGT AAAAAG AAGG ATC ATTGC AC T 
TGTAACAATTTTGGTGCTGTCAGTCACATCGC 
TGTTTGCGATGCAGCCGTCAGCAAAAGCCGCT 
GAACACAATCCAGTTGTTATGGTTCACGGTAT 
CGGAGGAGCTTCATACAATTTTGCGGGAATTA 
AGAGCTATCTCGTATCTCAGGGCTGGTCACGG 
GGCAAGCTGTATGCGGTTGATTTTTGGGACAA 
GACAGGGACGAATTATAACAATGGCCCGGTAT 
TATCACGATTTGTGCAAAAGGTTTTAGACGAA 
ACGGGTGCGAAAAAAGTGGATATTGTCGCTCA 
CAGCATGGGTGGCGCGAACACACTTTACTACA 
TAAAAAATCTGGACGGCGGAAATAAAATTGAA 
AACGTCGTAACGCTTGGCGGCGCGAACCGTTT 
GACGACAAGCAAGGCGCTTCCGGGAACAGATC 
CAAATCAAAAGATTTTATACACATCCATTTAC 
AGCAGTGCCGATATGATTGTCATGAATTACTT 
ATCAAAATTAGACGGTGCTAAAAACGTTCAAA 
TTCATGGCGTTGGGCACATTGGTTTATTGATG 
AAC AGC C AAGTC AAC AGC C TG ATT AAAG AAGG 
ACTGAACGGCGGAGGACTAAATACAAATTAA 


SEQ ID NO: 5 


396 (circulans) 


ATGAAATTTATAAAAAGAAGGATCATTGCACT 
TGTAACAATTTTGGTGCTGTCAGTCACATCGC 
TGTTTGCGATGCAGCCGTCAGCAAAAGCCGCT 
GAACACAATCCAGTTGTTATGGTTCACGGTAT 
CGGAGGAGCTTCATACAATTTTGCGGGAATTA 
AGAGCTATCTCGTATCTCAGGGCTGGTCACGG 
GGCAAGCTGTATGCGGTTGATTTTTGGGACAA 
GACAGGGACGAATTATAACAATGGCCCGGTAT 
TATCACGATTTGTGCAAAAGGTTTTAGACGAA 
ACGGGTGCGAAAAAAGTGGATATTGTCGCTCA 
CAGCATGGGTGGCGCGAACACACTTTACTACA 
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TAAAAAATCTGGACGGCGGAAATAAAATTGAA 
AACGTCGTAACGCTTGGCGGCGCGAACCGTTT 
GACGACAAGCAAGGCGCTTCCGGGAACAGATC 
CAAATCAAAAGATTTTATACACATCCATTTAC 
AGCAGTGCCGATATGATTGTCATGAATTACTT 
ATCAAAATTAGACGGTGCTAAAAACGTTCAAA 
TTCATGGCGTTGGGCACATTGGTTTATTGATG 
AAC AGC C AAGTC AAC AGCC TGATT AAAGAAGG 
ACTGAACGGCGGGGGCCTCAATACAAATTAA 


SEQ ID NO: 6 


392 

(azotoformans) 


ATGAAATTTGTAAAAAGAAGGATCATTGCACT 
TGTAACAATTTTGGTGCTGTCAGTCACATCGC 
TGTTTGCGATGCAGCCGTCAGCAAAAGCCGCT 
GAACACAATCCAGTTGTTATGGTTCACGGTAT 
CGGAGGAGCTTCATACAATTTTGCGGGAATTA 
AGAGCTATCTCGTATCTCAGGGCTGGTCACGG 
GGCGAGCTGTATGCGGTTGATTTTTGGGACAA 
GACAGGGACGAATTATAACAATGGCCCGGTAT 
TATCACGATTTGTGCAAAAGGTTTTAGACGAA 
ACGGGTGCGAAAAAAGTGGATATTGTCGCTCA 
CAGCATGGGTGGCGCGAACACACTTTACTACA 
TAAAAAATCTGGACGGCGGAAATAAAATTGAA 
AACGTCGTAACGCTTGGCGGCGCGAACCGTTT 
GACGACAAGCAAGGCGCTTCCGGGAACAGATC 
CAAATCAAAAGATTTTATACACATCCATTTAC 
AGCAGTGCCAATATGATTGTCATGAATTACTT 
ATCAAAATTAGACGGTGCTAAAAACGTACAAA 
TTCATGGCGTTGGGCACATTGGTTTATTGATG 
AACAGCCAAGTCAACAGCCTGATTAAAGAAGG 
ACTGAACGGCGGGGGCCTAGATACAAATTAA 


SEQ ID NO: 7 


398 (firmus) 


ATGAAATTTGTAAAAAGAAGGATCATTGCACT 
TGTAACAATTTTGGTGCTGTCAGTCACATCGC 
TGTTTGCGATGCAGCCGTCAGCAAAAGCCGCT 
GAACACAATCCAGTTGTTATGGTTCACGGTAT 
CGGAGGAGCTTCATACAATTTTGCGGGAATTA 
AGAGCTATCTCGTATCTCAGGGCTGGTCACGG 
GGCAAGCTGTATGCGGTTGATTTTTGGGACAA 
GACAGGGACGAATTATAACAATGGCCCGGTAT 
TATCACGATTTGTGCAAAAGGTTTTAGACGAA 
ACGGGTGCGAAAAAAGTGGATATTGTCGCTCA 
CAGCATGGGTGGCGCGAACACACTTTACTACA 
TAAAAAATCTGGACGGCGGAAATAAAATTGAA 
AACGTCGTAACGCTTGGCGGCGCGAACCGTTT 
GACGACAAGCAAGGCGCTTCCGGGAACAGATC 
CAAATCAAAAGATTTTATACACATCCATTTAC 
AGCAGTGCCGATATGATTGTCATGAATTACTT 
ATCAAAATTAGACGGTGCTAAAAACGCTCAAA 
TTCATGGCGTTGGGCACATTGGTTTATTGATG 
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AACAGCCAAGTCAACAGCCTGATTAAAGAAGG 
ACTGAACGGCGGAGGCCACAATACAAATTAA 


SEQ ID NO: 8 


393 (badius) 


ATGAAATTTGTAAAAAGAAGGATCATTGCACT 
TGTAACAATTTTGGTGCTGTCAGTCACATCGC 
TGTTTGCGATGCAGCCGTCAGCAAAAGCCGCT 
GAACACAATCCAGTTGTTATGGTTCACGGTAT 
CGGAGGAGCTTCATACAATTTTGCGGGAATTA 
AGAGCTATCTCGTATCTCAGGGCTGGTCACGG 
GGC AAGC TGTATGCGGTTGATTTTTGGGAC AA 
GACAGGGACGAATTATAACAATGGCCCGGTAT 
TATCACGATTTGTGCAAAAGGTTTTAGACGAA 
ACGGGTGCGAAAAAAGTGG ATATTGTCGC TC A 
CAGCATGGGTGGCGCGAACACACTTTACTACA 
TAAAAAATCTGGACGGCGGAAATAAAATTGAA 
AACGTCGTAACGCTTGGCGGCGCGAACCGTTT 
GACGACAAGCAAGGCGCTTCCGGGAACAGATC 
C AAATC AAAAGATTTTATAC AC ATC C ATTTAC 
AGCAGTGCCGATATGATTGTCATGAATTACTT 
ATCAAAATTAGACGGTGCTAAAAACGTTCAAA 
TTCATGGCGTTGGGCACATTGGTTTATTGATG 
AACAGCCAAGTCAACAGCCTGATTAAAGAAGG 
ACTGAACGGCGGAGGCCACAATACAAATTAA 


SEQ ID NO: 9 


Dc5h 


ATGAAATTTGTAAAAAGAAGGATCATTGCACT 
TGTAACAATTTTGATGCTGTCTGTTACATCGC 
TGTTTGCGTTGCAACCGTCAGCAAAAGCCGCT 
GAACACAATCCAGTCGTTATGGTTCACGGTAT 
TGGAGGGGCATCATTCAATTTTGCGGGAATTA 
AGAGCTATCTCGTATCTCAGGGCTGGTCGCGG 
GACAAGCTGTATGCAGTTGATTTCAAGGACAA 
GACAGGCACAAATTATAACAATGGCCCGGTAT 
TATCACGATTTGTGCAAAAGGTTTTAGATGAA 
ACGGGTGCGAAAAAAGTGGATATTGTCGC TC A 
CAGCATGGGGGGCGCGAACACACTTTACTACA 
TAAAAAATCTGGACGGCGGAAATAAAGTTGAA 
AACGTCGTGACGCTTGGCGGCGCCAACCGTTT 
GACGACAGGCAAGGCGCTTCCGGGAACAGATC 
CAAATCAAAAGATTTTATACACATCCATTTAC 
AGCAGTGCCGATATGATTGTCATGAATTATTT 
ATCAAGATTAGATGGTGCGAGAAACGTTCAAA 
TCCATGGCGTTGGACACATCGGCCTTCTGTAC 
AGCAGCCAAGTCAACAGCCTGATTAAAGAAGG 
GCTGAACGGCGGGGGCCTCAATACAAATTAA 


SEQ ID NO: 10 


Dc5f 


ATGAAATTTGTAAAAAGAAGGATC ATTGC AC T 
TGTAACAATTTTGATGCTGTCTGTTACATCGC 
TGTTTGCGTTGCAACCGTCAGCAAAAGCCGCT 
GAACACAATCCAGTCGTTATGGTTCACGGTAT 
TGGAGGGGCATCATTCAATTTTGCGGGAATTA 
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AGAGCTACCTCGTATCTCAGGGCTGGTCGCGG 
GACAAGCTGTATGCAGTTGATTTCTAAGACAA 
AACAGGGAATAACCGCAACAATGGTCCGCGTC 
TATCGAGATTCGTCAAAGATGTGTTAGACAAA 
ACGGGTGCCAAAAAAGTAGATATTGTGGCTCA 
TAGTATGGGTGGAGCGAACACGCTATACTATA 
TCAAGAATCTAGATGGCGGCGATAAAATTGAG 
AACGTTGTCACAATTGGTGGAGCAAACGGACT 
CGTTTCAAGCAGAGCATTACCAGGCACAGATC 
CAAATCAAAAAATTCTTTACACATCCGTCTAT 
AGCTCAGCAGATCTTATTGTCGTCAACAGCCT 
CTCTCGTTTAATTGGCGCAAGAAACATCCTGA 
TCCATGGCGTTGGTCATATCGGTCTATTAACC 
TC AAGC C AAGTGAAAGGGTATATT AAAGAAGG 
ACTGAACGGCGGAGGCCTCAATACAAATTAA 


SEQIDNO: 11 


Dc5cl 


ATGAAAGTGATTTTTGTTAAGAAAAGGAGTTT 
GCAAATTCTTGTTGCCCTTGCCTTAGTGCTAG 
GTTCAATAGCCTTCATCCAGCCGAAAGAAGCC 
AAAGCGGCTGAGCATAATCCGGTTGTAATGGT 
GCATGGCATGGGTGGTGCGTCTTATAACTTTG 
CTTCGATCAAACGATACTTAGTATCACAGGGA 
TGGGATCAAAACCAACTTTTTGCAATCGATTT 
CATAGACAAAACAGGCAATAACCTAAACAATG 
GCCCGAGGCTCTCGAGATTCGTGAAAGACGTA 
CTAGCCAAAACGGGCGCCAAAAAAGTAGATAT 
TGTGGCTCATAGTATGGGCGGTGCGAACACGT 
TATACTATATTAAAAACCTAGACGGTGGAGAT 
AAAATTGAAAACGTCGTCACATTAGGTGGAGC 
AAACGGACTCGTATCACTCAGAGCATTACCAG 
GCACCGATCCAAATCAAAAAATTCTTTACACA 
TCTGTCTATAGCTCAGCCGATCTCATTGTCGT 
CAACAGCCTTTCGCGTTTAATTGGCGCAAGAA 
ACGTCCTGATCCACGGCGTTGGACATATCGGT 
CTATTAACCTCAAGCCAAGTCAAAGGCTATGT 
GAAAGAAGGATTGAATGGCGGGGGACAGAATA 
CAAATTAA 


SEQ ID NO: 12 


Dc5a2 


ATGAAAGTGATTTTTGTTAAGAAAAGGAGTTT 
GCAAATTCTTGTTGTGCTTGCATTGGTGATGG 
GTTCAATGGCCTTCATCCAGCCAAAAGAGATC 
AGAGCGGCTGAGCATAATCCGGTTGTGATGGT 
ACATGGCATGGGCGGTGCGTCTTATAACTTTG 
CTTCGATTAAAAGTTACTTGGTATCACAAGGA 
TGGGATCGAAACCAATTATTTGCTATCGATTT 
CATAGACAAAACAGGTAATAACCGCAACAATG 
GTCCGCGTCTATCCAGATTCGTCAAAGATGTG 
CTAGCCAAAACAGGTGCCAAAAAAGTTGATAT 
TGTGGCTCATAGTATGGGCGGAGCGAACACGT 
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TATACTATATTAAGAATCTAGACGGCGGCGAT 
AAAATAGAAAACGTTGTTACACTTGGTGGAGC 
GAACGGACTCGTTTCACTCAGAGCATTACCAG 
GCACCGATCCAAATCAAAAAATCCTTTACACA 
TCCGTCTACAGCTCAGCCGATCTTATCGTCGT 
CAACAGCCTCTCGCGTTTAATTGGCGCAAGAA 
ACGTCCTCATTCACGGCGTTGGTCACATCGGT 
CTATTAGCTTCAAGCCAAGTCAAAGGCTATAT 
CAAAGAAGGACTGAATGGCGGAGGCCAAAATA 
CAAATTAA 


SEQ ID NO: 13 


Dc512 


ATGAAAGTGATTTTTGTTAAGAAAAGGAGTTT 
GCAAATTCTCATTGCGCTTGCATTGGTGATTG 
GTTCAATGGCGTTTATCCAGCCGAAAGAGGCG 
AAGGCGGC TGAGC ATAATC CGGTTGTGATGGT 
GCATGGCATTGGCGGTGCCTCTTATAACTTTT 
TTTCTATTAAAAGTTATTTGGCCACACAAGGC 
TGGGATCG AAAC C AATTAT ATGC TATTGATTT 
CATAGACAAAACAGGAAATAACCGCAACAATG 
GTCCGCGTCTATCGAGATTCGTCAAAGATGTG 
TTAGACAAAACGGGTGCCAAAAAAGTAGATAT 
TGTGGCTCATAGTATGGGTGGAGCGAACACGC 
TATACTATATCAAGAATCTAGATGGCGGCGAT 
AAAATTGAGAACGTTGTCACAATTGGTGGAGC 
AAACGGACTCGTTTCAAGCAGAGCATTACCAG 
GCACAGATCCAAATCAAAAAATTCTTTACACA 
TCCGTCTATAGCTCAGCAGATCTTATTGTCGT 
CAACAGCCTCTCTCAGTTTAATTGGCGCAAGA 
AACATCCTGATCCAGGCGTTGGTCATATCGGT 
CTATTAACCTCAAGCCAAGTGAAAGGGTATAT 
TAAAGAAGGACTGAACGGCGGAGGCCTCAATA 
CAAATTAA 


SEQ ID NO: 14 


Sga 


ATGAAATTTGTAAAAAGAAGGATCATTGCACT 
TGTAACAATTTTGATGCTGTCTGTTACATCGC 
TGTTTGCGTTGCAACCGTCAGCAAAAGCCGCT 
GAACACAATCCAGTCGTTATGGTTCACGGTAT 
TGGAGGGGCATCATTCAATTTTGCGGGAATTA 
AGAGCTATCTCGTATCTCAAGGCTGGTCGCGG 
GACAAGCTGTATGCAGTTGATTTCAGGGACAA 
GACAGGCAATAACTTAAACAACGGTCCAGTAT 
TATCGCGTTTCGTGAAAAAGGTATTAGATGAA 
ACCGGTGCGAAAAAAGTGGATATTGTCGCTCA 
C AGC ATGGGCGGCGC TAAC ACGC TTTACT AC A 
TAAAAAATTTGGATGGCGGTAATAAAATTGAA 
AACGTCGTAACACTTGGCGGCGCGAATCGTCT 
TGTGACAGGCAAGGCGCTTCCGGGTACTGATC 
CCAACCAAAAGATCTTGTACACATCCGTTTAC 
AGTAGTGCTGATATGATTGTTATGAATTACTT 
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AACAAAATTAGACGGGGCTAAAAATGTTCAAA 
TTCATGGTGTCGGACATATCGGCCTTCTGTAC 
AGCAGCCAAGTCAACAGCCTGATTAAAGAAGG 
GCTTAACGGCGGAGGCCTCAATACAAATTAA 


SEQ ID NO: 15 


Sgc 


ATGAAATTTGTAAAAAGAAGGATCATTGCACT 
TGTAACAATTTTGATGCTGTCTGTTACATCGC 
TGTTTGCGTTGCAACCGTCAGCAAAAGCCGCT 
GAACACAATCCAGTCGTTATGGTTCACGGTAT 
TGGAGGGGCATCATTCAATTTTGCGGGAATTA 
AGAGCTATCTCGTATCTCAGGGCTGGTCGCGG 
GACAAGCTGTATGCAGTTGATTTCTGGGATAA 
GACAGGCAATAACTTAAACAACGGTCCAGTAT 
TATCGCGTTTTGTGAAAAAGGTATTAGATGAA 
ACCGGTGCGAAAAAAGTGGATATTGTCGCTCA 
CAGCATGGGCGGCGCTAACACGCTTTACTACA 
TAAAAAATTTGGATGGCGGTAATAAAATTGAA 
AACGTCGTAACACTTGGCGGCGCGAATCGTCT 
TGTGACAGGCAAGGCGCTTCCGGGTACTGATC 
CCAACCAAAAGATATTGTACACATCCGTTTAC 
AGTAGTGCTGATATGATTGTTATGAATTACTT 
ATCAAAATTAGACGGGGCTAAAAATGTTCAAA 
TTCATGGTGTCGGACATATCGGCCTTCTGTAC 
AGCAGCCAAGTCAATAGCCTGATTAAAGAAGG 
GCTTAACGGCGGAGGACTCAATACGAATTAA 


SEQ ID NO: 16 


Sgd 


ATGAAATTTGTAAAAAGAAGGATCATTGCACT 
TGTAACAATTTTGATGCTGTCTGTTACATCGC 
TGTTTGCGTTGCAACCGTCAGCAAAAGCCGCT 
GAACACAATCCAGTCGTTATGGTTCACGGTAT 
TGGAGGGGCATCATTCAATTTTGCGGGAATTA 
AGAGCTATCTCGTATCTCAGGGCTGGTCGCGG 
GACAAGCTGTATGCAGTTGATTTTAGTGACAA 
AACAGGCAATAACTTAAACAACGGTCCAGTAT 
TATCGCGTTTTGTGAAAAAGGTATTAGATGAA 
ACCGGTGCGAAAAAAGTGGATATTGTCGCTCA 
CAGCATGGGCGGCGCTAACACGCTTTACTACA 
TAAAAAATTTGGATGGCGGTAATAAAATTGAA 
AACGTCGTAACACTTGGCGGCGCGAATCGTCT 
TGT AAC AGGC AAGGCGC TTC CGGGTACTGATC 
CCAACCAAAAGATCTTGTACACATCCGTTTAC 
AGTAGTGCTGATATGATTGTTATGAATTACTT 
ATCAAAATTAGACGGGGCTAAAAATGTTCAAA 
TTCATGGTGTCGGACATATCGGCCTTCTGTAC 
AGCAGCCAAGTCAACAGCCTGATTAAAGAAGG 
GCTTAACGGCGGGGGCCTGAATACGAATTAA 


SEQ ID NO: 17 


Sgf 


ATGAAATTTGTAAAAAGAAGGATCATTGCACT 
TGTAACAATTTTGATGCTGTCTGTTACATCGC 
TGTTTGCGTTGCAACCGTCAGCAAAAGCCGCT 
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GAACACAATCCAGTCGTTATGGTTCACGGTAT 
TGGAGGGGCATCATTCAATTTTGCGGGAATTA 
AGAGCTATCTCGTATCTCAGGGCTGGTCGCGG 
GACAAGCTGTATGCAGTTGATTTCAAAGACAA 
GACAGGGAATAACCGCAACAATGGTCCGCGTC 
TATCGAGATTCGTCAAAGATGTGTTAGACAAA 
ACAGGAGCCAAAAAAGTAGATATTGTGGCTCA 
TAGTATGGGCGGAGCGAACACATTATACTATA 
TTAAGAATCTAGATGGTGGCGATAAAATTGAG 
AACGTTGTCACAATTGGTGGAGCAAACGGACT 
CGTTTCAAGCAGAGCATTACCAGGCACAGATC 
CAAATCAAAAAATTCTTTACACATCCGTCTAT 
AGCTCAGCAGATCTTATTGTCGTCAACAGTCT 
CTCTCGTTTAATTGGCGCAAGAAACGTCCAAA 
TCCATGGCGTTGGACATATCGGTCTATTAACC 
TC AAGC C AAGTC AAAGG AT AT ATT AAAG AAGG 
ACTGAACGGCGGGGGCCTCAATACAAATTAA 
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SEQ ED NO: 18 



Sgh 



ATGAAATTTGTAAAAAGAAGGATCCTTGCACT 
TGTAACAATTTTGATGCTGTCTGTTACATCGC 
TGTTTGCGTTGCAACCGTCAGCAAAAGCCGCT 
GAACACAATCCAGTCGTTATGGTTCACGGTAT 
TGGAGGGGCATCATTCAATTTTGCGGGAATTA 
AGAGCTATCTCGTATCTCAGGGCTGGTCGCGG 
GACAAGCTGTATGCAGTTGATTTCATTGACAA 
GACAGGAAATAACCGCAACAATGGTCCGCGTC 
TATCGAGATTCGTCAAAGATGTGTTAGACAAA 
ACAGGAGCCAAAAAAGTAGATATTGTGGCTCA 
TAGTATGGGCGGAGCGAACACATTATACTATA 
TTAAGAATCTAGATGGTGGCGATAAAATTGAG 
AACGTTGTCACAATTGGTGGAGCAAACGGACT 
CGTTTCAAGCAGAGCATTACCAGGCACAGATC 
CAAATCAAAAAATTCTTTACACATCCGTCTAT 
AGCTCAGCAGATCTTATTGTCGTCAACAGTCT 
CTCTCGTTTAATTGGCGCAAGAAACGTCCAAA 
TCCATGGCGTTGGACATATCGGTCTATTAACC 
TCAAGCCTAGTCAAAGGATATATTAAAGAAGG 
ACTGAACGGCGGAGGCCAAAATACAAATTAA 



SEQ ID NO: 19 



Mt2bl 



ATGAAAGTGATTTTTGTTAAGAAAAGGAGTTT 
GCAAATTCTTGTTGCCCTTGCCTTAGTGATAG 
GTTCAATGGCCTTCATCCAGCCAAAAGAAATC 
AAAGCAGCTGAGCACAATCCGGTTGTGATGGT 
ACATGGTATTGGAGGAGCGTCTTATAACTTTG 
CTTCGATTAAAAGTTATTTGGTTAACCAAGGC 
TGGGATCGAAACCAATTATTTGCTATCGATTT 
CATAGACAAAACAGGGAATAACCGCAACAATG 
GTCCTCGTTTATCTAGATTCGTCAAAGATGTG 
CTAGACAAAACGGGTGCCAAAAAAGTAGATAT 
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TGTGGCGCATAGTATGGGCGGGGCGAACACGC 
TAT AC T AT ATT AAG AATC T AG ATGGC GGCG AT 
AAAATTGAAAACGTCGTCACCATTGGTGGAGC 
AAACGGACTCGTTTCACTCAGAGCATTACCAG 
GAACAGATCCAAATCAAAAAATTCTCTATACA 
TCTGTCTATAGCTCAGCCGATTTGATTGTCGT 
CAACAGCCTTTCGCGTTTAACTGGCGCAAGAA 
ATGTCCTGATCCACGGCGTTGGCCATATCGGT 
CTATTAACCTCAAGCCAAGTGAAAGGGTATAT 
TAAAGAAGGACTGAACGGCGGGGGCCTAAATA 
CAAATTAA 


SEQ ID NO: 20 


H2a 


ATGAAATTTGTAAAAAGAAGGATCATTGCACT 
TGTAACAATTTTGATGCTGTCTGTTACATCGC 
TGTTTGCGTTGCAACCGTCAGCAAAAGCCGCT 
GAACACAATCCAGTCGTTATGGTTCACGGTAT 
TGGAGGGGCATCATTCAATTTTGCGGGAATTA 
AGAGCTATCTCGTATCTCAGGGCTGGTCGCGG 
GACAAGCTGTATGCAGTTGATTTCAGGGACAA 
GACAGGAAATAACCGCAACAATGGTCCGCGTC 
TATCTAAATTCGTCAAAGATGTGTTAGACAAA 
ACGGGTGCCAAAAAAGTAGATATTGTGGCTCA 
TAGTATGGGCGGGGCGAACACGCTATACTATA 
TTAAGAATCTAGATGGCGGCGATAAAATTGAG 
AACGTTGTCACAATTGGCGGAGCAAACGGACT 
CGTTTCAAGCAGAGCATTACCAGGCACAGATC 
CAAATCAAAAAATTCTTTACACATCCGTCTAC 
AAGCTCAGCCGATCTCATTGTCGTCAACAGTC 
TCTCTCGTTTAATTGGCTGCAAGAAACAGTCC 
AAATCCATGGCGTTGGACATATCGGTCTATTA 
ACCTCAAGCCAAGTCAAAGGATATATTAAAGA 
AGGACTGAACGGCGGGGGACTAAATACAAATT 
AA 


SEQIDNO: 21 


lfl5(G2) 


TGAACACAATCCAGTTGTTATGGTTCACGGTA 
TTGGAGGGGCATCATTCAATTTTGCGGGAATT 
AAGAGCTATCTCGTATCTCAGGGCTGGTCGCG 
GGGCAAGCTGTATGCGGTTGATTTTTGGGACA 
AGACAGGGACGAATTATAACAATGGCCCGGTA 
TTATCGCGTTTTGTGAAAAAGGTATTAGATGA 
AACGGGTGCGAAAAAAGTGGATATTGTCGCTC 
ACAGCATGGGCGGCGCTAACACGCTTTACTAC 
AT AAAAAATC TGG ACGGC GG AAAT AAAGTTG A 
AAACGTCGTAACGCTTGGCGGCACGAACCGTT 
CGACGACAAGCAAGGCGCTTCCGGGAACAGAT 
CCAAATCAAAAGATTTTATACACATCCATTTA 
CAGCAGTGCCGATATGATTGTCATGAATTACT 
TATCAAAATTAGACGGTGCTAAAAATGTTCAA 
ATTCATGGCGTTGGGCACATTGGTTTATTGAT 
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GAACAGCCAAGTCAACAGCCTGATTAAAGAAG 
GACTGAACGGCGGGGGACTCAATACGAATTGA 


SEQ ID NO: 22 


3C12 


TGAACACAATCCAGTTGTTATGGTTCACGGTA 
TTGGAGGGGCATCATTCAATTTTGCGGGAATT 
AAGAGCTATCTCGTATCTCAGGGCTGGTCACG 
GGGC AAGC TGTATGCGGTTGATTTTTGGG AC A 
AGACAGGGACGAATTATAACAATGGCCCGGTA 
TTATC TAGATTCGTC AAAGATGTGC TAG AC AA 
AACGGGTGCGAAAAAAGTGGATATTGTCGCTC 
ACAGCATGGGGGGCGCGAACACACTTTACTAC 
ATAAAAAATCTGGACGGCGGAAATAAAATTGA 
AAACGTCGTAACGCTTGGCGGCGCGAACCGTT 
CGACGACAAGCAAGGCGCTTCCGGGAACAGAT 
CCAAATCAAAAGATTTTATACACATCCATTTA 
C AGC AGTGC CGAT ATGATTGTC ATGAATTACT 
TATCAAAATTAGACGGGGCTAAAAATGTTCAA 
ATTCATGGCGTTGGGCACATTGGTTTATTGAT 
GAACAGCCAAGTCAACAGCCTGATTAAAGAAG 
GACTGAACGGCGGGGGACTCAATACGAATTGA 


SEQ ID NO: 23 


3N19(G2) 


TGAACACAATCCAGTTGTTATGGTTCACGGTA 
TTGGAGGGGCATCATTCAATTTTGCGGGAATT 
AAGAGCTATCTCGTATCTCAGGGCTGGTCACG 
GGGCAAGCTGTATGCGGTTGATTTTTGGGACA 
GGACAGGGACGAATTATAACAATGGCCCGGTA 
TTATCACGATTTGTGAAAAAGGTATTAGATGA 
AACCGGTGCGAAAAAAGTGGACATTGTCGCTC 
ACAGCATGGGTGGCGCGAACACACTTTACTAC 
ATAAAAAATCTGGACGGCGGAAATAAAATTGA 
AAACGTCGTAACGCTTGGCGGCGCGAACCGTT 
TGACGACAAGCAAGGCGCTTCCGGGAACAGAT 
C C AAATC AAAAGATTTTATAC AC ATCC ATTTA 
CGGCAGTGCCGATATGATTGTCATGAATTACT 
TATCAAAATTAGACGGTGCTAAAAACGTTCAA 
ATCCATGGCGTTGGGCACATTGGTTTATTGAT 
GAAC AGCC AAGTC AAC AGCC TGATTAAAG AAG 
GACTGAACGGCGGGGGACTGAATACAAATTGA 


SEQ ID NO: 24 


G2.2 


TGAACACAATCCAGTTGTTATGGTTCACGGTA 
TCGGAGGGGCATCATTCAATTTTGCGGGAATT 
AAGAGCTATCTCGTATCTCAGGGCTGGTCACG 
GGGC AAGC TGTATGCGGTTGATTTTTGGGACA 
AGACAGGGACGAATTATAACAATGGCCCGGTA 
TTATCACGATTTGTGCAAAAGGTTTTAGACGA 
AACGGGTGCGAAAAAAGTGGATATTGTCGCTC 
ACAGCATGGGGGGCGCGAACACACTTTACTAC 
ATAAAAAATCTGGACGGCGGAAATAAAATTGA 
AAACGTCGTAACGCTTGGCGGCGCGAACCGTT 
CGACGACAAGCAAGGCGCTTCCGGGAACAGAT 
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CCAAATCAAAAGATTTTATACACATCCATTTA 
CGGCAGTGCCGATATGATTGTCATGAATTACT 
TATCAAAATTAGACGGTGCTAAAAACGTACAA 
ATTCATGGCGTTGGGCACATTGGTTTATTGAT 
GAACAGCCAAGTCAACAGCCTGATTAAAGAAG 
GACTGAACGGCGGGGGACTCAATACGAATTGA 


SEQ ID NO: 25 


2C3 


TGAACACAATCCAGTTGTTATGGTTCACGGTA 
TTGGAGGGGCATCATTCAATTTTGCGGGAATT 
AAGAGCTATCTCGTATCTCAGGGCTGGTCGCG 
GGGC AAGC TGTATGCGGTTG ATTTTTGGGAC A 
AGACAGGGACGAATTATAACAATGGCCCGGTA 
TTATCACGATTTGTGCAAAAGGTTTTAGACGA 
AACGGGTGCGAAAAAAGTGGATATTGTCGCTC 
ACAGCATGGGCGGCGCGAACACACTTTACTAC 
ATAAAAAATTTGGATGGCGGTAATAAAATTGA 
AAACGTCGTCACCATTGGTGGAGCAAACGGAC 
TCGTTTC AAGC AGAGC ATTAC C AGGC AC AGAT 
CCAAATCAAAAAATTCTTTACACATCCGTCTA 
TAGCTCAGCAGATCTTATTGTCGTCAACAGTC 
TCTCTCGTTTAATTGGCGCAAGAAACGTCCAA 
ATCCATGGCGTTGGACATATCGGTCTATTAAC 
CTCAAGCCAAGTCAAAGGATATATTAAAGAAG 
GGCTTAACGGCGGGGGCCACAATACGAATTGA 


SEQ ED NO: 26 


2F11 


TGAACACAATCCAGTTGTTATGGTTCACGGTA 
TCGGAGGAGCTTCATACAATTTTGCGGGAATT 
AAGAGCTATCTCGTATCTCAGGGCTGGTCACG 
GGGCAAGCTGTATGCGGTTGATTTTTGGGACA 
AGACAGGGACGAATTATAACAATGGCCCGGTA 
TTATCACGATTTGTGCAAAAGGTTTTAGACGA 
AACCGGTGCGAAAAAAGTGGATATTGTCGCTC 
ACAGCATGGGTGGCGCGAACACACTTTACTAC 
ATAAAAAATCTGGACGGCGGAAATAAAATTGA 
AAACGTCGTAACGCTTGGCGGCGCGAACCGTT 
TGACGAC AAGC AGGGCGC TTC CGGGAAC AG AT 
CCAAATCAAAAGATTTTATACACATCCATTTA 
CAGCAGTGCCGATATGATTGTCATGAATTACT 
TATCAAAATTAGACGGTGCTAAAAACGTACAA 
ATTCATGGCGTTGGGCACATTGGTTTATTGAT 
GAACAGCCAAGTCAAAGGATATATTAAAGAAG 
G ACTGAACGGC GGAGGC C TAAATACGAATTGA 


SEQ ID NO: 27 


KV11(6C7) 


TGAACACAATCCAGTTGTTATGGTTCACGGTA 
TTGGAGGGGCATCATTCAGTTTTGCGGGAATT 
AAGAGCTATCTCGTATCTCAGGGCTGGTCACG 
GGGCAAGCTGTATCCGGTTGATTTTTGGGACA 
AGACAGGGACGAATTATAACAATGGCCCGGTA 
TTATCACGATTTGTGCAAAAGGTTTTGGACGA 
AACGGGTGCGAAAAAAGTGGATATTGTCGCTC 









AC AGTATGGGTGGCGCGAAC AC AC TTTAC T AC 
ATAAAAAATCTGGACGGCGGAAATAAAATTGA 
AAACGTCGTAACGCTTGGCGGCGCGAACCGTT 
TGACGACAAGCAAGGCGCTTCCGGGTACTGAT 
CCCAACCAAAAGATCTTGTACACATCCGTTTA 
CAGTAGTGCTGATATGATTGTTATGAATTACT 
TATCAAAATTAGACGGGGCTAAAAATGTTCAA 
ATTCATGGCGTTGGGCACATTGGTTTATTGAT 
GAACAGCCAAGTCAACAGCCTGATTAAAGAAG 
GACTGAACGGCGGGGGCC TAAATACAAATTGA 


til 
d 

CP 
m 

m 

0 


SEQ ID NO: 28 


KV6(3A1) 


TGAACACAATCCAGTTGTTATGGTTCACGGTA 
TTGGAGGGGCATCATTCAGTTTTGCGGGAATT 
AAGAGCTATCTCGTATCTCAGGGCTGGTCACG 
GGGCAAGCTGTATGCGGTTGATTTTTGGGACA 
AGACAGGGACGAATTATAACAATGGCCCGGTA 
TTATCACGATTTGTGCAAAAGGTTTTGGACGA 
AACGGGTGCGAAAAAAGTGGATATTGTCGCTC 
ACAGTATGGGTGGCGCGAACACACTTTACTAC 
ATAAAAAATCTGGACGGCGGAAATAAAATTGA 
AAACGTCGTAACGCTTGGCGGCGCGAACCGTT 
TGACGAC AAGC AAGGCGC TTC CGGGTACTG AT 
CCCAACCAAAAGATCTTGTACACATCCGTTTA 
CAGTAGTGCTGATATGATTGTTATGAATTACT 
TATCAAAATTAGACGGGGCTAAAAATGTTCAA 
ATTCATGGCGTTGGGCACATTGGTTTATTGAT 
GAACAGCCAAGTCAACAGCCTGATTAAAGAAG 
GACTGAACGGCGGGGGCCTAAATACAAATTGA 


□ 


SEQ ID NO: 29 


KV2(2D1) 


TGAACACAATCCAGTTGTTATGGTTCACGGTA 
TCGG AGG AGC TTC ATAC AGTTTTGCGGGAATT 
AAGAGCTATCTCGTATCTCAGGGCTGGTCACG 
GGGCAAGCTGTATGCGGTTGATTTTTGGGACA 
AGACAGGGACGAATTATAACAATGGCCCGGTA 
TTATCACGATTTGTGCAAAAGGTTTTAGACGA 
AACGGGTGCGAAAAAAGTGGATATTGTCGCTC 
ACAGCATGGGTGGCGCGAACACACTTTACTAC 
ATAAAAAATCTGGACGGCGGAAATAAAATTGA 
AAACGTCGTAACGCTTGGCGGCGCGAACCGTT 
TGACGACAAGCAAGGCGCTTCCGGGAACAGAT 
CCCAACCAAAAGATCTTGTACACATCCGTTTA 
C AGTAGTGC CGATATGATTGTC ATGAATT ACT 
TATCAAAATTAGACGGGGCTAAAAATGTTCAA 
ATTCATGGTGTCGGACATATCGGCCTTCTGTA 
CAGCAGCCAAGTCAACAGCCTGATTAAAGAAG 
GACTGAACGGCGGGGGCCAAAATACAAATTGA 




SEQ ID NO: 30 


N2.5 


TGAACACAATCCAGTTGTTATGGTTCACGGTA 
TCGG AGG AGC TTC ATAC AGTTTTGCGGGAATT 
AAGAGCTATCTCGTATCTCAGGGCTGGTCACG 
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GGGCAAGCTGTATGCGGTTGATTTTTGGGACA 
AGACAGGGACGAATTATAACAATGGCCCGGTA 
TTATCACGATTTGTGCAAAAGGTTTTAGACGA 
AACGGGTGCGAAAAAAGTGGATATTGTCGCTC 
ACAGCATGGGGGGCGCGAACACACTTTACTAC 
ATAAAAAATCTGGACGGCGGAAATAAAATTGA 
AAACGTCGTAACGCTTGGCGGCGCGAACCGTT 
TGACGACAAGCAAGGCGCTTCCGGGAACTGAT 
CCCAACCAAAAGATCTTGTACACATCCGTTTA 
C AGTAGTGC TGATATGATTGTTATG AATTAC T 
TATCAAAATTAGACGGGGCTAAAAATGTTCAA 
ATTCATGGCGTTGGGCACACTGGTTTATTGAT 
GAACAGCCAAGTCAACAGCCTGATTAAAGAAG 
GACTGAACGGCGGGGGCCACAATACAAATTGA 


SEQIDNO:31 


KV5(2H6) 


TGAACACAATCCAGTTGTTATGGTTCACGGTA 
TTGGAGGAGCATCATACAATTTTGCGGGAATT 
AAGAGCTATCTCGTATCTCAGGGCTGGTCACG 
GGGCAAGCTGTATACGGTTGATTTTTGGGACA 
AGACAGGCACAAATTATAACAATGGCCCGGTA 
TTATCACGATTTGTGCAAAAGGTTTTAGACGA 
AACGGGTGCGAAAAAAGTGGATATTGTCGCTC 
ACAGCATGGGTGGCGCGAACACACTTTACTAC 
ATAAAAAATCTGGACGGCGGAAATAAAATTGA 
AAACGTCGTAACGCTTGGCGGCGCGAATCGTC 
TTGTAAC AGGC AAGGCGC TTC CGGGAAC AGAT 
CCCAATCAAAAGATTTTGTACGCATCCGTTTA 
CAGCAGTGCCGATATGATTGTCATGAATTACT 
TATC AAAATTAG ACGGTGC TAAAAACGTTC AA 
ATTCATGGCGTTGGGCACATTGGTTTATTGAT 
GAACAGCCAAGTCAACAGCCTGATTAAAGAAG 
GACTGAACGGCGGGGGCCTGAATACAAATTGA 


SEQ ID NO: 32 


3E5 


TGAACACAATCCAGTCGTTATGGTTCACGGTA 
TTGGAGGGGCATCATTCAATTTTGCGGGAATT 
AGGAGCTATCTCGTATCTCAGGGCTGGTCACG 
GGGCAAGCTGTATGCGGTTGATTTTTGGGACA 
GGACAGGGACGAATTATAACAATGGCCCGGTA 
TTATCACGATTTGTGCAAAAGGTTTTAGATGA 
AACCGGTGCGAAAAAAGTGGACATTGTCGCTC 
ACAGCATGGGTGGCGCGAACACACTTTACTAC 
ATAAAAAATCTGGACGGCGGAAATAAAATTGA 
AAACGTCGTAACGCTTGGCGGCGCGAACCGTT 
TGACGACAAGCAAGGCGCTTCCGGGAACAGAT 
CCAAATCAAAAGATTTTATACACATCCATTTA 
C AGC AGTGC CGATATG ATTGTC ATGAATTAC T 
TATC AAAATTAG ACGGGGC TAAAAATGTTC AA 
ATCCATGGCGTTGGACACATCGGCCTTCTGTA 
CAGCAGCCAAGTCAACAGCCTGATTAAAGAAG 
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GACTGAACGGCGGGGGCCTCAATACGAATTGA 


SEQ ID NO: 33 


G2.1 


TGAACACAATCCAGTTGTTATGGTTCACGGTA 
TCGGAGGGGCATCATTCAATTTTGCGGGAATT 
AGGAGCTATCTCGTATCTCAGGGCTGGTCACG 
GGGCAAGCTGTATGCGGTTGATTTTTGGGACA 
AGACAGGGACGAATTATAACAATGGCCCGGTA 
TTATCACGATTTGTGCAAAAGGTTTTAGACGA 
AACCGGTGCGAAAAAAGTGGACATTGTCGCTC 
ACAGCATGGGCGGCGCTAACACGCTTTACTAC 
ATAAAAAATCTGGACGGC GG AAATAAAATTG A 
AAACGTCGTAACGCTTGGCGGCACGAACCGTT 
TGACGACAAGCAGGGCGCTTCCGGGAACAGAT 
C C AAATC AAAAGATTTTATAC AC ATCC ATTT A 
CAGCAGTGCCGATATGATTGTCATGAATTACT 
TATCAAAACTAGACGGTGCTAAAAACGTTCAA 
ATTCATGGCGTTGGGCACATTGGTTTATTGAT 
GAACAGCCAAGTCAACAGCCTGATTAAAGAAG 
GACTGAACGGCGGGGGACTCAATACGAATTGA 


SEQ ID NO: 34 


3H24(G2) 


TGAACACAATCCAGTTGTTATGGTTCACGGTA 
TTGGAGGGGCATCATTCAATTTTGCGGGAATT 
AAGAGCTATCTCGTATCTCAGGGCTGGTCGCG 
GGACAAGCCGTATGCGGTTGATTTTTGGGACA 
AGACAGGGACGAATTATAACAATGGCCCGGTA 
TTATCACGATTTGTGCAAAAGGTTTTAGACAA 
AACGGGTGCGAAAAAAGTGGATATTGTCGCTC 
ACAGCATGGGGGGCGCGAACACACTTTACTAC 
ATAAAAAATC TGGACGGC GG AAAT AAAGTTG A 
AAACGTCGTAACGCTTGGCGGCGCGAACCGTT 
TGACGACAAGCAAGGCGCTTCCGGGAACAGAT 
CCAAATCAAAAGATTTTATACACATCCATTTA 
CAGCAGTGCCGATATGATTGTCATGAATTACT 
TATCAAAATTAGACGGTGCTAAAAACGTTCAA 
ATTCATGGCGTTGGGCACATTGGTTTATTGAT 
GAACAGCCAAGTCAACAGCCTGATTAAAGAAG 
GACTGAACGGCGGGGGACTCAATACGAATTGA 


SEQ ID NO: 35 


KV10(4G6) 


TGAACACAATCCAGTTGTTATGGTTCACGGTA 
TTGGAGGGGCATCATTCAATTTTGCGGGAATT 
AAGAGCTATCTCGTGTCTCAGGGCTGGCCGCG 
GGACAAGCTGTATGCAGTTGATTTTTGGGACA 
AGACAGGGACGAATTATAACAATGGCCCGGTA 
TTATCACGATTTGTGCAAAAGGTTTTAGACGA 
AACGGGTGCGAAAAAAGTGGATATTGTCGCTC 
ACAGCATGGGTGGCGCGAACACACTTTACTAC 
ATAAAAAATC TGGACGGC GG AAAT AAAGTTG A 
AAGCGTCGTAACACTTGGCGGCGCGAATCGTC 
TTGTAACAGGCAAGGCGCTTCCGGGAACTGAT 
CCCAACCAAAAGATTTTATACACATCCATTTA 
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CAGCAGTGCCGATATGATTGTCATGAATTACT 
TATCAAAATTAGACGGTGCTAAAAACGTTCAA 
ATTCATGGCGTCGGACATATCGGCCTTCTGAT 
GAACAGCCAAGTCAACAGCCTGATTAAAGAAG 
GACTGAACGGCGGGGGCCACAATACAAATTGA 


SEQ ID NO: 36 


KV12(6D4) 


TG AAC AC AATC C AGTTGTT ATGGTTC ACGGT A 
TCGGAGGGGCATCATTCAGTTTTGCGGGAATT 
AGGAGCTATCTCGTATCTCAGGGCTGGCCGCG 
GGACAAGCTGTATGCGGTTGATTTTTGGGACA 
AGACAGGCACAAATTATAACAATGGCCCGGTA 
TTATCACGATTTGTGCAAAAGGTATTAGATGA 
AACCGGTGCGAAAAAAGTGGATATTGTCGCCC 
ACAGCATGGGTGGCGCGAACACACTTTACTAC 
ATAAAAAATCTGGACGGCGGAAATAAAGTTGA 
AAACGTCGTGACGCTTGGCGGCGCCAACCGTT 
TGACGACAGGCAAGGCGCTTCCGGGTACTGAT 
CCCAATCAAAAGATTTTATACACATCCGTTTA 
CAGCAGTGCCGATATGATTGTCATGAATTACT 
TATCAAAATTAGACGGTGCTAAAAACGTTCAA 
ATTCATGGCGTTGGGCACATTGGTTTATTGAT 
GAACAGCCAAGTCAACAGGCTGATTAAAGAAG 
GACTGAACGGCGGAGGCCACAATACAAATTGA 


SEQ ID NO: 37 


N2.2 


TGAACACAATCCAGTTGTTATGGTTCACGGTA 
TCGGAGGGGCATCATTCAGTTTTGCGGGAATT 
AGGAGCTATCTCGTATCTCAGGGCTGGCCGCG 
GGACAAGCTGTATGCGGTTGATTTTTGGGACA 
AGACAGGCACAAATTATAACAATGGCCCGGTA 
TTATCACGATTTGTGCAAAAGGTATTAGATGA 
AACCGGTGCGAAAAAAGTGGATATTGTCGCCT 
ACAGCATGGGTGGCGCGAACACACTTTACTAC 
AT AAAAAATC TGG AC GGC GG AAAT AAAGTTG A 
AAACGTCGTGACGCTTGGCGGCGCCAACCGTT 
TGACGACAGGCAAGGCGCTTCCGGGTACTGAT 
CCCAATCAAAAGATTTTATACACATCCGTTTA 
CAGCAGTGCCGATATGATTGTCATGAATTACT 
TATCAAAATTAGACGGTGCTAAAAACGTTCAA 
ATTCATGGCGTTGGGCACATTGGTTTATTGAT 
GAACAGCCAAGTCAACAGGCTGATTAAAGAAG 
GACTGAACGGCGGAGGCCACAATACAAATTGA 


SEQ ID NO: 38 


N2.3 


TGAACACAATCCAGTTGTTATGGTTCACGGTA 
TCGGGGGGGCATCATTCAGTTTTGCGGGAATT 
AGGAGCTATCTCGTATCTCAGGGCTGGCCGCG 
GGACAAGCTGTATGCGGTTGATTTTTGGGACA 
AGACAGGCACAAATTATAACAATGGCCCGGTA 
TTATCACGATTTGTGCAAAAGGTATTAGATGA 
AACCGGTGCGAAAAAAGTGGATATTGTCGCCC 
ACAGCATGGGTGGCGCGAACACACTTTACTAC 
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ATAAAAAATCTGGACGGCGGAAATAAAGTTGG 
AAACGTCGTGACGCTTGGCGGCGCCAACCGTT 
TGACGACAGGCAAGGCGCTTCCGGGTACTGAT 
CCCAATCAAAAGATTTTATACACATCCGTTTA 
CAGCAGTGCCGATATGATTGTCATGAATTACT 
TATCAAAATTAGACGGTGCTAAAAACGTTCAA 
ATTCATGGCGTTGGGCACATTGGTTTATTGAT 
GAACAGCCAAGTCAACAGGCTGATTAAAGAAG 
GACTGAACGGCGGAGGCCACAATACAAATTGA 


SEQ ID NO: 39 


N2.1 


TGAACACAATCCAGTTGTTATGGTTCACGGTA 
TCGGAGGGGCATCATTCAGTTTTGCGGGAATT 
AGGAGCTATCTCGTATCCCAGGGCTGGCCGCG 
GGACAAGCTGTATGCGGTTGATTTTTGGGACA 
AGACAGGCACAAATTATAACAATGGCCCGGTA 
TTATCACGATTTGTGCAAAAGGTATTAGATGA 
AACCGGTGCGAAAAAAGTGGATATTGTCGCCC 
ACAGCATGGGTGGCGCGAACACACTTTACTAC 
ATAAAAAATCTGGACGGCGGAAATAAAGTTGA 
AAACGTCGTGACGCTTGGCGGCGCCAACCGTT 
TGACGACAGGCAAGGCGCTTCCGGGTACTGAT 
CCCAATCAAAAGATTTTATACACATCCGTTTA 
CAGCAGTGCCGATATGATTGTCATGAATTACT 
TATCAAAATTAGACGGTGCTAAAAACGTTCAA 
ATTCATGGCGTTGGGCACATTGGTTTATTGAT 
GAACAGCCAAGTCAACAGGCTGATTAAAGAAG 
GACTGAACGGCGGAGGCCACAATACAAATTGA 


SEQ ID NO: 40 


KV4(2E12) 


TGAACACAATCCAGTTGTTATGGTTCACGGTA 
TTGGAGGGACATCATTCAATTTTGCGGGAATT 
AAGAGCTATCTCGTATCTCAGGGCTGGTCACG 
GGACAAGCTGTATGCGGTTGATTTTTGGGACA 
AGACAGGGACGAATTATAACAATGGCCCGGTA 
TTATCACGATTTGTGCAAAAGGTTTTAGACGA 
AACGGGTGCGAAAAAAGTGGATATTGTCGCTC 
ACAGCATGGGCGGCGCCAACACGCTTTACTAC 
ATAAAAAATCTGGACGGCGGAAATAAAATTGA 
AAACGTCGTGACGCTTGGCGGCGCGAACCGTT 
TGACGACAAGCAAGGCGCTTCCGGGAACAGAT 
CCAAATCAAAAGATTTTATACACATCCATTTA 
CAGCAGTGCCGATATGATTGTCATGAATTACT 
TATCAAAATTAGACGGTGCTAAAAACGTTCAA 
ATTCATGGCGTTGGGCACATTGGTTTATTGAT 
GAACAGCCAAGTCAACAGCCTGATTAAAGAAG 
GACTGAACGGCGGGGGCCACAATACAAATTGA 


SEQ ID NO: 41 


KV9(4C6) 


TGAACACAATCCAGTTGTTATGGTTCACGGTA 
TCGGAGGGGCATCATTCAGTTTTGCGGGAATT 
AAGAGCTATCTCGTATCTCAGGGCTGGTCGCG 
GGACAAGCTGTATGCAGTTGATTTTAGTGACA 







AAACAGGCACGAATTATAACAATGGCCCGGTA 
TTATCACGATTTGTGCAAAAGGTTTTAGACGA 
AACGGGTGCGAAAAAAGTGGATATTGTCGCTC 
ACAGCATGGGGGGCGCGAACACACTTTACTAC 
ATAAAAAATCTGGATGGCGGTAATAAAATTGA 
AAACGTCGTAACACTTGGCGGCGCGAACCGTT 
TGACGACAAGCAAGGCGCTTCCGGGTACTGAT 
CCCAACCAAAAGATCTTGTACACATCCATTTA 
CAGCAGTGCCGATATGGTTGTCATGAATTACT 
TATCAAAATTAGACGGGGCTAAAAATGTTCAA 
ATTCATGGTGTCGGGCACATTGGTTTATTGAT 
GAACAGCCAAGTCAACAGCCTGATTAAAGAAG 
GACTGAACGGCGGGGGCCACAATACGAATTGA 


SEQ ID NO: 42 


7D6 


TAAACACAATCCAGTTGTTATGGTTCACGGTA 
TTGG AGGGGC ATC AT AC AATTTTGC GGG AAT A 
AAGAGCTATCTCGTATCTCAGGGCTGGTCGCG 
GG AC AAGC TGT ATGC AGTTG ATTTT AGTG AC A 
AGACAGGGACGAATTATAACAATGGCCCGGTA 
TTATCACGATTTGTGCAAAAGGTTTTAGACGA 
AACGGGTGCGAAAAAAGTGGATATTGTCGCTC 
ACAGCATGGGGGGCGCGAACACACTTTACTAC 
ATAAAAAATCTGGACGGCGGTAATAAAATTGA 
AAACGTCGTAACACTTGGCGGCGCGAACCGTT 
TGACGACAAGCAAGGCGCTTCCGGGAACAGAT 
CCAAATCAAAAGATTTTATACACATCCATTTA 
CAGCAGTGCCGATATGATTGTCATGAATTACT 
TATCAAAACTAGACGGTGCTAAAAACGTTCAA 
ATTCATGGCGTTGGGCACATTGGTTTATTGAT 
GAACAGCCAAGTCAACAGCCTGATTAAAGAAG 
GACTGAACGGCGGGGGATTAAATACGAATTGA 


SEQ ID NO: 43 


3F3 


TGAACACAATCCAGTTGTTATGGTTCACGGTA 
TTGGAGGGGCATCATTCAATTTTGCGGGAATT 
AAGAGCTATCTCGAATCTCAGGGCTGGTCACG 
GGGCAAGCTGTATGCGGTTGATTTTTGGGACA 
AGACCGGGACGAATTATAACAATGGCCCGGTA 
TTATCACGATTTGTGCAAAAGGCTTTAGACGA 
AACGGGTGCGAAAAAAGTGGATATTGTCGCTC 
ACAGCATGGGTGGCGCGAACACACTTTACTAC 
ATAAAAAATCTGGACGGCGGAAATAAAATTGA 
AAACGTCGTAACGCTTGGCGGCGCGAACCGTT 
TGACGACAAGCAAGGCGCTTCCGGGAACAGAT 
CCAAATCAAAAGATTTTATACACATCCATTTA 
CAGCAGTGCCGATATGATTGTCATGAATTACT 
TATCAAAATTAGACGGTGCTAAAAACGTTCAA 
ATCCATGGCGTTGGGCACATTGGTTTATTGAT 
GAACAGCCAAGTCAACAGCCTGATTAAAGAAG 
GACTGAACGGCGGGGGCCAGAATACGAATTGA 
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SEQ ID NO: 44 



Q 

J3 



m 
m 
m 

m 



a 

Q 



3 = J 



2D11(G2) 



TGAACACAATCCAGTTGTTATGGTTCACGGTA 
TCGGAGGGGCATCATTCAATTTTGCGGGAATT 
AAGAGCTATCTCGTATCTCAGGGCTGGTCACG 
GGGCAAGCTGTATGCGGTTGATTTTTGGGACA 
GGACAGGGACGAATTATAACAATGGCCCGGTA 
TTATCACGATTTGTGAAAAAGGTATTAGATGA 
AACCGGTGCGAAAAAAGTGGATATTGTCGCTC 
ACAGCATGGGGGGCGCGAACACACTTTACTAC 
ATAAAAAATCTGGACGGCGGAAATAAAATTGA 
AAACGTCGTCACACTTGGCGGCGCGAACCGTT 
CG ACGAC AAGC AAGGCGC TTCC GGGAAC AGAT 
CCAAATCAAAAGATTTTATACACATCCATTTA 
CAGCAGTGCCGATATGATTGTCATGAATTACT 
TATC AAAATTAGACGGTGC TAAAAACGTTC AA 
ATTCATGGCGTTGGGCACATTGGTTTATTGAT 
GAACAGCCAAGTCAACAGCCTGATTAAAGAAG 
GGCTGAACGGCGGAGGCCAGAATACGAATTGA 



SEQ ID NO: 45 



3C23(G2) 



TGAACACAATCCAGTTGTTATGGTTCACGGTA 
TTGGAGGGGCATCATTCAATTTTGCGGGAATT 
AAGAGCTATCTCGTATCTCAGGGCTGGTCGCG 
GGGCAAGCTGTATGCGGTTGATTTTTGGGACA 
GGACAGGGACGAATTATAACAATGGCCCGGTA 
TTATCACGATTTGTGCAAAAGGTTTTAGACGA 
AACGGGTGCGAAAAAAGTGGATATTGTCGCTC 
ACAGCATGGGGGGCGCGAACACACTTTACTAC 
ATAAAAAATCTGGACGGCGGAAATAAAATTGA 
AAACGTCGTCACACTTGGCGGCGCGAACCGTT 
CG ACGAC AAGC AAGGCGC TTCC GGGAAC AGAT 
CCAAATCAAAAGATTTTATACACATCCATTTA 
CAGCAGTGCCGATATGATTGTCATGAATTACT 
TATCAAAATTAGACGGTGCTAAAAACGTTCAA 
ATTCATGGCGTTGGGCACATTGGTTTATTGAT 
GAACAGCCAAGTCAACAGCCTGATTAAAGAAG 
GGCTTAACGGCGGGGGCCACAATACGAATTGA 



SEQ ID NO: 46 



G2.3 



TGAACACAATCCAGTCGTTATGGTTCACGGTA 
TTGGAGGGGCATCATTCAATTTTGCGGGAATA 
AAGAGCTATCTCGTATCTCAGGGCTGGTCACG 
GGGCAAGCTGTATGCGGTTGATTTTTGGGACA 
GGACAGGGACGAATTATAACAATGGCCCGGTA 
TTATCACGATTTGTGCAAAAGGTTTTAGACGA 
AACGGGTGCGAAAAAAGTGGATATTGTCGCTC 
ACAGCATGGGTGGCGCGAACACACTTTACTAC 
ATAAAGAATCTGGACGGCGGAAATAAAATTGA 
AAACGTCGTAACGCTTGGCGGCGCGAACCGTT 
CGACGACAAGCAAGGCGCTTCCGGGAACAGAT 
CCAAATCAAAAGATTTTATACACATCCATTTA 
CAGCAGTGCCGATATGATTGTCATGAATTGCT 
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TATCAAAATTAGACGGTGCTAAAAACGTTCAA 
ATTCATGGCGTTGGGCACATTGGTTTATTGAT 
GAACAGCCAAGTCAACAGCCTGATTAAAGAAG 
GACTGAACGGCGGGGGCCAGAATACGAATTGA 


SEQ ED NO: 47 


2A3 


TGAACACAATCCAGTTGTTATGGTTCACGGTA 
TTGGAGGGGCATCGTTCAATTTTGCGGGAATT 
AAGAGCTATCTCGTATCTCAGGGCTGGTCGCG 
GGACAAGCTGTATGCAGTTGATTTCAAAGACA 
AGACAGGGACGAATTATAACAATGGCCCGGTA 
TTATCACGATTTGTGAAAAAGGTATTAGATGA 
AACGGGTGCGAAAAAAGTGGATATTGTCGCTC 
ACAGCATGGGCGGCGCTAACACGCTTTACTAC 
ATAAAGAATCTGGACGGCGGAAATAAAATTGA 
AAACGTCGTAACGCTTGGCGGCGCGAAGCGTT 
CGACGACAAGCAAGGCGCTTCCGGGTACTGAT 
CCCAACCAAAAGATCTTGTACACATCCGTTTA 
CAGTAGTGCTGATATGATTGTTATGAATTACT 
TATCAAAATTAGACGGTGCTAAAAACGTTCAA 
ATTCATGGCGTTGGGCACATTGGTTTATTGAT 
GAACAGCCAAGTCAACAGCCTGATTAAAGAAG 
GACTGAACGGCGGAGGCC TAAATAC AAATTGA 


SEQ ID NO: 48 


2F4 


TGAACACAATCCAGTTGTTATGGTTCACGGTA 
TTGGAGGGGCATCATTCAATTTTGCGGGAATT 
AAGAGCTATCTCGTATCTCAGGGCTGGTCGCG 
GGACAAGCTGTATGCGGTTGATTTTTGGGACA 
AGACAGGGACGAATTATAACAATGGCCCGGTA 
TTATCACGATTTGTGAAAAAGGTATTAGATGA 
AACCGGTGCGAAAAAAGTGGATATTGTCGCTC 
ACAGCATGGGTGGCGCTAACACGCTTTACTAC 
ATAAAAAATCTGGACGGCGGCGATAAAATTGA 
GAACGTCGTAACACTTGGCGGCGCGAACCGTT 
CGACGACAAGCAAGGCGCTTCCGGGAACAGAT 
CCAAATCAAAAGATCTTGTACACATCCGTTTA 
CAGTAGTGCTGATATGATTGTCATGAATTACT 
TATCAAAATTAGACGGTGCTAAAAACGTTCAA 
ATTCATGGCGTTGGGCACATTGGTTTATTGAT 
GAACAGCCAAGTCAACAGCCTGATTAAAGAAG 
GGCTGAACGGCGGAGGCCAGAATACGAATTGA 


SEQ ID NO: 49 


2B9(G2) 


TGAACACAATCCAGTTGTTATGGTTCACGGTA 
TTGGAGGGGCATCATTCAATTTTGCGGGAATT 
AAGAGCTATCTCGTATCTCAGGGCTGGTCGCG 
GGACAAGCTGTATGCAGTTGATTTTTGGGGCA 
AGACAGGGACGAATTATAACAATGGCCCGGTA 
TTATCGCGTTTTGTGAAAAAGGTATTAGATGA 
AACGGGTGCGAAAAAAGTGGATATTGTCGCTC 
ACAGCATGGGGGGCGCGAACACACTTTACTAC 
ATAAAAAATCTGGACGGCGGAAATAAAATTGA 
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AAACGTCGTAACACTTGGCGGCGCGAACCGTT 
CGACGACAAGCAAGGCGCTTCCGGGAACAGAT 
CCAAATCAAAAGATTTTATACACATCCATTTA 
CAGCAGTGCCGATATGATTGTCATGAATTACT 
TATCAAAATTAGACGGGGCTAAAAATGTTCAA 
ATTCATGGCGTTGGGCACATTGGTTTATTGAT 
GAACAGCCAAGTCAACAGCCTGATTAAAGAAG 
GACTGAACGGCGGAGGCCAAAATACGAATTGA 


SEQ ID NO: 50 


2C5 


TGAACACAATCCAGTTGTTATGGTTCACGGTA 
TTGGAGGGGCATCATTCAATTTTGCGGGAATT 
AAG AGCTATC TCGTATC TC AGGGC TGGTC ACG 
GGGCAAGCTGTATGCAGTTGATTTTTGGGACA 
AGACAGGGACGAATTATAACAATGGCCCGGTA 
TTATCGCGTTTTGTGAAAAAGGTATTAGATGA 
AACGGGTGCGAAAAAAGTGGATATTGTCGCTC 
AC AGC ATGGGCGGCGC TAAC ACGC TTTACTAC 
ATAAAAAATCTGGATGGCGGTAATAAAATTGA 
AAACGTCGTCACACTTGGCGGCGCGAACCGTT 
CGACGACAAGCAAGGCGCTTCCGGGAACTGAT 
CCCAACCAAAAGATTTTATACACATCCATTTA 
CAGCAGTGCCGATATGATTGTCATGAATTACT 
TATCAAAATTAGACGGTGCTAAAAACGTTCAA 
ATTCATGGCGTTGGGCACATTGGTTTATTGAT 
GAACAGCCAAGTCAACAGCCTGATTAAAGAAG 
GACTGAACGGCGGAGGCCAAAATACGAATTGA 


SEQIDNO:51 


KV1(2A6) 


TGAACACAATCCAGTTGTTATGGTTCACGGTA 
TTGGAGGGGCATCATTCAATTTTGCGGGAATT 
AAGAGCTATCTCGTATCTCAGGGCTGGTCACG 
GGGCAAGCTGTATGCGGTTGATTTCAAGGACA 
AGACAGGCACAAATTATAACAATGGCCCGGTA 
TTATCACGATTTGTGAAAAAGGTATTAGATGA 
AACCGGTGCGAAAAAAGTGGATATTGTCGCTC 
ACAGCATGGGCGGCGCTAACACGCTTTACTAC 
ATAAAAAATCTGGACGGCGGAAATAAAATTGA 
AAACGTCGTAACGCTTGGCGGCGCGAACCGTT 
CGACGACAAGCAAGGCGCTTCCGGGTACTGAT 
CCCAACCAAAAGATTTTATACACATCCATTTA 
CAGCAGTGCCGATATGATTGTCATGAATTACT 
TATCAAAATTAGACGGTGCTAAAAACGTTCAA 
ATTCATGGCGTTGGGCACATTGGTTTATTGAT 
GAACAGCCAAGTCAACAGCCTGATTAAAGAAG 
GGC TTAACGGCGGGGGC C AG AATACGAATTGA 


SEQ ID NO: 52 


2D13(G2) 


TAAACACAATCCAGTTGTTATGGTTCACGGTA 
TTGGAGGGGCATCATTCAATTTTGCGGGAATT 
AAGAGC TATCTCGTATC TC AGGGC TGGTCGCG 
GGACGAGCTGTATGCGGTTGATTTTTGGGACG 
AGACAGGGACGAATTATAACAATGGCCCGGTA 
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TTATCACGATTTGTGCAAAAGGTTTTAGACGA 
AACCGGTGCGAAAAAAGTGGATATTGTCGCTC 
ACAGCATGGGTGGCGCGAACACACTTTACTAC 
ATAAAAAATCTGGACGGCGGAAATAAAATTGA 
AAACGTCGTAACGCTTGGCGGCGCGAACCGTT 
CGACGACAAGCAAGGCGCTTCCGGGTACAGAT 
CCAAATCAAAAGATTTTATACACATCCATTTA 
CAGCAGTGCCGATATGATTGTCATGAATTACT 
TATC AAAATTAGACGGTGC TAAAAATGTTC AA 
ATTCATGGCGTTGGGCACATTGGTTTATTGAT 
GAACAGCCAAGTCAACAGCCTGATTAAAGAAG 
GGCTGAACGGCGGAGGCCAAAATACGAATTGA 


SEQ ID NO: 53 


3C8 


TGAACACAATCCAGTTGTTATGGTTCACGGTA 
TCGGAGGGGCATCATTCAATTTTGCGGGAATT 
AAGAGCTATCTCGTATCTCAGGGCTGGTCGCG 
GGACAAGCTGTATGCGGTTGATTTTTGGGACA 
AGACAGGGACGAATTATAACAATGGCCCGGTA 
TTATCACGATTTGTGCAAAAGGTTTTAGACGA 
AACGGGTGCGAAAAAAGTGGATATTGTCGCTC 
ACAGCATGGGTGGCGCGAACACACTTTACTAC 
ATAAAAAATCTGGACGGCGGAAATAAAGTTGA 
AAACGTCGTAACACTTGGCGGCGCGAATCGTT 
CGACGACAAGCAAGGCGCTTCCGGGAACAGAT 
C C AAATC AAAAGATTTTAT ACAC ATC C ATTTA 
CAGCAGTGCCGATATGATTGTCATGAATTACT 
TATCAAAATTAGACGGTGCTAAAAACGTTCAA 
ATTCATGGCGTTGGGCACATTGGTTTATTGAT 
GAACAGCCAAGTCAACAGCCTGATTAAAGAAG 
GACTGAACGGCGGGGGCCAAAATACAAATTGA 


SEQ ID NO: 54 


2D5 


TGAACACAATCCAGTTGTTATGGTTCACGGTA 
TCGGAGGGGCATCATTCAATTTTGCGGGAATT 
AAGAGCTATCTCGTATCTCAGGGCTGGTCACG 
GGGCAAGCTGTATGCGGTTGATTTTTGGGACA 
AGACAGGGACGAATTATAACAATGGCCCGGTA 
TTATCACGATTTGTGCAAAAGGTTTTAGACGA 
AACGGGTGCGAAAAAAGTGGATATTGTCGCTC 
ACAGCATGGGTGGCGCGAACACACTTTACTAC 
ATAAAAAATCTGGACGGCGGAAATAAAATTGA 
AAACGTCGTAACACTTGGCGGCGCGAACCGTT 
CGACGACAAGCAAGGCGCTTCCGGGAACAGAT 
CCAAATCAAAAGATTTTATACACATCCATTTA 
CAGCAGTGCCGATATGATTGTCATGAATTACT 
TATCAAAATTAGACGGTGCTAAAAATGTTCAA 
ATTCATGGCGTTGGGCACATTGGTTTATTGAT 
GAACAGCCAAGTCAACAGCCTGATTAAAGAAG 
GGCTGAACGGCGGAGGACAAAATACAAATTGA 
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SEQ ID NO: 55 


405 (pumilus) 


MKFVKRRIIALVTILVLSVTSLFAMQPSAKAA 
EHNPWMVHGIGGASYNFAGIKSYLVSQGWSR 
GKLYAVDFWDKTGTNYNNGPVL SRFVQKVLDE 
TGAKKVDI VAHSMGGANTPYY I KNLDGGNKI E 
NWTLGGANRSTTSKALPGTDPNQKILYTSIY 
SSADMIVMNYLSKLDGAKNAQIHGVGHIGLLM 
NSQVNSL IKEGLNGGGQNTN 


SEQ ID NO: 56 


406 (subtilis) 


MKFVKRRIIALVTILMLSVTSLFALQPSAKAA 
EHNPWMVHGIGGASFNFAGIKSYLVSQGWSR 
DKLYAVDFWDKTGTNYNNGPVLPRFVQKVLDE 
TGAKKVDIVAHSMGGANTLYYIKNLDGGNKVA 
NWTLGGANRLTTGKALPGTDPNQKILYTSIY 
SSADMIVINYLSRLDGARNVQIHGVGHIGLLY 
S S QVNSL I KEGLNGGGLNTN 


SEQ ID NO: 57 


402 (megaterium) 


MKFVKRRI IALVTILVLSVTSLFAMQPSAKAA 
DTIQLLWFTGIGGASYNFAGIKSYLVSQGWSR 
GKLYAVDFWDKTGTNYNNGPVLSRFVQKVLDE 
TG AKKVD I VAHSMGGANTL YY I KNLDGGNKI E 
NWTLGGANRLTTS KAL PGTDPNQKI L YTS I Y 
SSADMIVMNYLSKLDGAKNVQIHGVGHIGLLM 
NSQVNSL IKEGLNGGGHNTN 


SEQ ID NO: 58 


400 (lentus) 


MKFVKRRI IALVTILVLSVTSLFAMQPSAKAA 
EHNPWMVHGIGGASYNFAGIKSYLVSQGWSR 
GKLYAVDFWDKTGTNYNNGPVLSRFVQKVLDE 
TGAKKVD I VAHSMGGANTL YY I KNLDGGNKI E 
NWTLGGANRLTTSKALPGTDPNQKILYTSIY 
SSADMIVMNYLSKLDGAKNVQIHGVGHIGLLM 
NSQVNSL IKEGLNGGGLNTN 


SEQ ID NO: 59 


396 (circulans) 


MKFIKRRI IALVTILVLSVTSLFAMQPSAKAA 
EHNPWMVHGIGGASYNFAGIKSYLVSQGWSR 
GKLYAVDFWDKTGTNYNNGPVLSRFVQKVLDE 
TG AKKVD IVAHSMGGANTLYYIKNLDGGNKIE 
NWTLGGANRLTTSKALPGTDPNQKILYTSIY 
SSADMIVMNYLSKLDGAKNVQIHGVGHIGLLM 
NSQVNSLIKEGLNGGGLNTN 


SEQ ID NO: 60 


392 

(azotoformans) 


MKFVKRRI IALVTILVLSVTSLFAMQPSAKAA 
EHNPWMVHGIGGASYNFAGIKSYLVSQGWSR 
GELYAVDFWDKTGTNYNNGPVLSRFVQKVLDE 
TGAKKVD I VAHSMGGANTL YY I KNLDGGNK I E 
NWTLGGANRLTTSKALPGTDPNQKILYTSIY 
S S ANMI VMNYL S KLDGAKNVQ I HGVGH I GLLM 
NSQVNSLIKEGLNGGGLDTN 


SEQ ID NO: 61 


398 (firmus) 


MKFVKRRI IALVTI LVLSVTSLFAMQPSAKAA 
EHNPWMVHGIGGASYNFAGIKSYLVSQGWSR 
GKLYAVDFWDKTGTNYNNG PVL SRFVQKVLDE 
TGAKKVD IVAHSMGGANTLYYIKNLDGGNKIE 
NWTLGGANRLTTSKALPGTDPNQKILYTSIY 



134 







S SADMI VMNYLSKLDGAKNAQ IHGVGH IGLLM 
NSQVNSL IKEGLNGGGHNTN 


SEQ ID NO: 62 


393 (badius) 


MKFVKRRIIALVTILVLSVTSLFAMQPSAKAA 
EHNPWMVHGIGGASYNFAGIKSYLVSQGWSR 
GKLYAVDFWDKTGTNYNNGPVLSRFVQKVLDE 
TGAKKVD I VAHSMGGANTL YY I KNLDGGNKI E 
NWTLGGANRLTTSKALPGTDPNQKILYTSIY 
S SADMI VMNYLSKLDGAKNVQ IHGVGHIGLLM 
NSQVNS L IKEGLNGGGHNTN 


SEQ ID NO: 63 


Dc5h 


MKFVKRRIIALVTILMLSVTSLFALQPSAKAA 
EHNPWMVHG IGGAS FNF AG I KS YLVS QGWSR 
DKL YAVDFKDKTGTNYNNG PVL SRFVQKVLDE 
TGAKKVD I VAHSMGGANTLYY IKNLDGGNKVE 
NWTLGGANRLTTGKALPGTDPNQKI LYTS I Y 
S SADMI VMNYLSRLDGARNVQ IHGVGHIGLLY 
S SQ VNS L I KEGLNGGGLNTN 


SEQ ID NO: 64 


Dc5f 


MKF VKRRI I ALVT I LMLS VTS LFALQ P S AKAA 
EHNPWMVHGIGGASFNFAGIKSYLVSQGWSR 
DKLYAVDFXDKTGNNRNNGPRLSRFVKDVLDK 
TGAKKVD IVAHSMGGANTLYYIKNLDGGDKIE 
NWTIGGANGLVSSRALPGTDPNQKILYTSVY 
SSADLIWNSLSRLIGARNILIHGVGHIGLLT 
S SQVKGY IKEGLNGGGLNTN 


SEQ ID NO: 65 


Dc5cl 


MKVIFVKKRSLQ ILVALALVLGS I AF IQPKEA 
KAAEHNPWMVHGMGGAS YNF AS I KRYLVSQG 
WDQNQL F AI DF I DKTGNNLNNGPRL S RFVKDV 
L AKTGAKKVD I VAHSMGGANTL YY I KNLDGGD 
K I ENWTLGGANGLVS LRAL PGTD PNQKI L YT 
SVYSSADLIWNSLSRLIGARNVLIHGVGHIG 
LLTSSQVKGYVKEGLNGGGQNTN 


SEQ ID NO: 66 


Dc5a2 


MKVI F VKKRS LQ I L WL ALVMGSMAF I Q PKE I 
RAAEHNPWMVHGMGGASYNFASIKSYLVSQG 
WDRNQLFAIDFIDKTGNNRNNGPRLSRFVKDV 
LAKTGAKKVDIVAHSMGGANTLYYIKNLDGGD 
K I ENWT LGG ANGL VS LRAL PGTDPNQKILYT 
SVYSSADLIWNSLSRLIGARNVLIHGVGHIG 
L LAS SQVKGY I KEGLNGGGQNTN 


SEQ ID NO: 67 


Dc512 


MKVIFVKKRSLQILIALALVIGSMAFIQPKEA 
KAAEHNPWMVHGIGGASYNFFSIKSYLATQG 
WDRNQL Y AI DF I DKTGNNRNNG PRL S RFVKDV 
LDKTGAKKVDIVAHSMGGANTLYYIKNLDGGD 
KIENWTIGGANGLVSSRALPGTDPNQKILYT 
SVYSSADLIWNSLSQFNWRKKHPDPGVGHIG 
LLTS SQVKGYIKEGLNGGGLNTN 


SEQ ID NO: 68 


Sga 


MKF VKRRI I ALVTI LML S VTS LFALQ P S AKAA 
EHNPWMVHG I GGAS FNF AG I KS YLVS QGWSR 
DKLYAVDFRDKTGNNLNNGPVLSRFVKKVLDE 



135 







TGAKKVD I VAHSMGGANTL YY I KNLDGGNKI E 
NWTLGGANRLVTGKALPGTDPNQKILYTSVY 
SSADMIVMNYLTKLDGAKNVQIHGVGHIGLLY 
SSQVNSLIKEGLNGGGLNTN 


SEQ ID NO: 69 


Sgc 


MKFVKRR I I ALVT I LMLS VTS L F ALQ P S AKAA 
EHNPWMVHGIGGASFNFAGIKSYLVSQGWSR 
DKLYAVDFWDKTGNNLNNG PVL S RF VKKVLDE 
TGAKKVD I VAHSMGGANTL YYI KNLDGGNKI E 
NWTLGGANRLVTGKALPGTDPNQKILYTSVY 
SSADMIVMNYLSKLDGAKNVQIHGVGHIGLLY 
SSQVNSLIKEGLNGGGLNTN 


SEQ ID NO: 70 


Sgd 


MKFVKRRI IALVTILMLSVTSLFALQPSAKAA 
EHNPWMVHGIGGASFNFAGIKSYLVSQGWSR 
DKL YAVDF SDKTGNNLNNG PVL S RF VKKVLDE 
TGAKKVD I VAHSMGGANTL YY I KNLDGGNKI E 
NWTLGGANRLVTGKALPGTDPNQKI LYTSVY 
SSADMIVMNYLSKLDGAKNVQIHGVGHIGLLY 
S SQVNSL IKEGLNGGGLNTN 


SEQ ID NO: 71 


sgf 


MKFVKRRI IALVTILMLSVTSLFALQPSAKAA 
EHNPWMVHGIGGASFNFAGIKSYLVSQGWSR 
DKL Y AVDFKDKTGNNRNNG PRL S RF VKDVLDK 
TGAKKVD I VAHSMGGANTL YY I KNLDGGDKI E 
NWTIGGANGLVSSRALPGTDPNQKILYTSVY 
SSADLIWNSLSRLIGARNVQIHGVGHIGLLT 
S SQVKGY I KEGLNGGGLNTN 


SEQ ID NO: 72 


Sgh 


MKFVKRRILALVTILMLSVTSLFALQPSAKAA 
EHNPWMVHGIGGASFNFAGIKSYLVSQGWSR 
DKL YAVDF I DKTGNNRNNG PRL S RF VKDVLDK 
TGAKKVD I VAHSMGGANTL YY I KNLDGGDKI E 
NWTIGGANGLVSSRALPGTDPNQKILYTSVY 
S SADL I WNSLSRL IGARNVQ I HGVGHIGLLT 
S SLVKGY I KEGLNGGGQNTN 


SEQ ID NO: 73 


Mt2bl 


MKVI FVKKRS LQ I LVALAL VI G SMAF I Q PKE I 
KAAEHNPWMVHGIGGASYNFASIKSYLVNQG 
WDRNQLFAIDFIDKTGNNRNNGPRLSRFVKDV 
LDKTGAKKVD I VAHSMGGANTL YY I KNLDGGD 
K I ENWT I GGANGLVS LRAL PGTDPNQK I L YT 
SVYSSADL I WNSLSRLTGARNVL I HGVGHIG 
LLTS SQVKGY IKEGLNGGGLNTN 


SEQ ID NO: 74 


H2a 


MKFVKRRI IALVTILMLSVTSLFALQPSAKAA 
EHNP WMVHG IGG AS FNF AG I KS YL VSQGWS R 
DKLYAVDFRDKTGNNRNNGPRLSKFVKDVLDK 
TGAKKVD I VAHSMGGANTL YYI KNLDGGDKI E 
NWT IGGANGLVS SRALPGTDPNQKI LYTSVY 
KLSRSHCRQQSLSFNWLQETVQIHGVGHIGLL 
TSSQVKGYIKEGLNGGGLNTN 
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SEQ ID NO: 75 


lfl5(G2) 


EHNPWMVHG IGGASFNFAG IKS YLVSQGWSR 
GKLYAVDFWDKTGTNYNNGPVLSRFVKKVLDE 
TGAKKVD I VAHSMGGANTL Y Y I KNLDGGNKVE 
NWTLGGTNRSTTSKALPGTDPNQKILYTSIY 
S S ADMI VMNYLSKLDG AKNVQ I HGVGH IGLLM 
NSQVNSL IKEGLNGGGLNTN 


SEQ ID NO: 76 


3C12 


EHNPWMVHGIGGASFNFAGIKSYLVSQGWSR 
GKL YAVDFWDKTGTNYNNG PVL SRF VKDVLDK 
TGAKKVD I VAHSMGGANTL YYI KNLDGGNKI E 
NWTLGGANRSTTSKALPGTDPNQKILYTSIY 
SSADMIVMNYLSKLDGAKNVQIHGVGHIGLLM 
NSQVNSL IKEGLNGGGLNTN 


SEQ ID NO: 77 


3N19(G2) 


EHNPWMVHGIGGASFNFAGIKSYLVSQGWSR 
GKLYAVDFWDRTGTNYNNGPVLSRFVKKVLDE 
TGAKKVD I VAHSMGGANTL YY I KNLDGGNKI E 
NWTLGGANRLTTSKALPGTDPNQKILYTSIY 
GSADMIVMNYLSKLDGAKNVQIHGVGHIGLLM 
NSQVNSL IKEGLNGGGLNTN 


SEQ ID NO: 78 


G2.2 


EHNPWMVHGIGGASFNFAGIKSYLVSQGWSR 
GKLYAVDFWDKTGTNYNNGPVLSRFVQKVLDE 
TGAKKVD I VAHSMGGANTL YY I KNLDGGNKI E 
NWTLGGANRSTTSKALPGTDPNQKILYTSIY 
GSADMIVMNYLSKLDGAKNVQIHGVGHIGLLM 
NSQVNSL IKEGLNGGGLNTN 


SEQ ID NO: 79 


2C3 


EHNPWMVHG IGG AS FNF AG I KS YLVSQGWS R 
GKLYAVDFWDKTGTNYNNGPVLSRFVQKVLDE 
TGAKKVD I VAHSMGGANTL YY I KNLDGGNK I E 
NWTIGGANGLVSSRALPGTDPNQKILYTSVY 
SSADLIWNSLSRLIGARNVQIHGVGHIGLLT 
SSQVKGYIKEGLNGGGHNTN 


SEQ ID NO: 80 


2F11 


EHNPWMVHGIGGASYNFAGIKSYLVSQGWSR 
GKL Y AVDFWDKTGTNYNNG PVL SRF VQKVLDE 
TGAKKVD I VAHSMGGANTL YY I KNLDGGNKI E 
NWTLGGANRLTTSRALPGTDPNQKILYTSIY 
S S ADMI VMNYLSKLDGAKNVQ I HGVGH I GLLM 
NSQVKGYIKEGLNGGGLNTN 


SEQ ID NO: 81 


KV11(6C7) 


EHNPWMVHGIGGASFSFAGIKSYLVSQGWSR 
GKL Y PVDFWDKTGTNYNNG PVL SRF VQKVLDE 
TGAKKVD I VAHSMGGANTL YY I KNLDGGNKI E 
NWTLGGANRLTTSKALPGTDPNQKILYTSVY 
SSADMIVMNYLSKLDGAKNVQIHGVGHIGLLM 
NSQVNSL IKEGLNGGGLNTN 


SEQ ED NO: 82 


KV6(3A1) 


EHNPWMVHGIGGASFSFAGIKSYLVSQGWSR 
GKLYAVDFWDKTGTNYNNGPVLSRFVQKVLDE 
TGAKKVDIVAHSMGGANTLYYIKNLDGGNKIE 
NWTLGG ANRLTT SKAL PGTD PNQK I L YT S VY 
S S ADMI VMNYL SKLDG AKNVQ I HGVGH I GLLM 
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NSQVNS L I KEGLNGGGLNTN 


SEQ ID NO: 83 


KV2(2D1) 


EHNPWMVHGIGGASYSFAGIKSYLVSQGWSR 
GKL YAVDFWDKTGTNYNNG PVL S RF VQKVLDE 
TGAKKYD I VAHSMGGANTL Y Y I KNLDGGNK I E 
NWTLGGANRLTTSKAL PGTDPNQKI LYTSVY 
SSADMIVMNYLSKLDGAKNVQIHGVGHIGLLY 
SSQVNSLIKEGLNGGGQNTN 


SEQ ED NO: 84 


N2.5 


EHNPWMVHGIGGASYSFAGIKSYLVSQGWSR 
GKL YAVDFWDKTGTNYNNG PVL S RF VQKVLDE 
TGAKKVD I VAHSMGGANTL YY I KNLDGGNKI E 
NWTLGGANRLTTSKAL PGTDPNQKILYTSVY 
SSADMIVMNYLSKLDGAKNVQIHGVGHTGLLM 
NSQVNS L I KEGLNGGGHNTN 


SEQ ID NO: 85 


KV5(2H6) 


EHNPWMVHG IGGAS YNFAG IKS YLVSQGWSR 
GKL YTVDFWDKTGTNYNNG PVL S RFVQKVLDE 
TGAKKVD I VAHSMGGANTL YY I KNLDGGNKI E 
NWTLGGANRLVTGKAL PGTDPNQKI LYASVY 
SSADMIVMNYLSKLDGAKNVQIHGVGHIGLLM 
NS Q VNS L I KEGLNGGGLNTN 


SEQ ID NO: 86 


3E5 


EHNPWMVHGIGGASFNFAGIRSYLVSQGWSR 
GKLYAVDFWDRTGTNYNNGPVLSRFVQKVLDE 
TGAKKVD I VAH SMGG ANTL Y Y I KNLDGGNK I E 
NWTLGGANRLTTSKALPGTDPNQKILYTS IY 
S S ADMI VMNYLSKLDGAKNVQ IHGVGH IGLLY 
S S Q VNS L I KEGLNGGGLNTN 


SEQ ID NO: 87 


G2.1 


EHNPWMVHGIGGASFNFAGIRSYLVSQGWSR 
GKLYAVDFWDKTGTNYNNGPVLSRFVQKVLDE 
TGAKKVDI VAHSMGGANTL YY I KNLDGGNK I E 
NWTLGGTNRLTTSRALPGTDPNQKILYTS IY 
S S ADMI VMNYLSKLDGAKNVQ IHGVGH IGLLM 
NSQVNSLIKEGLNGGGLNTN 


SEQ ID NO: 88 


3H24(G2) 


EHNPWMVHGIGGASFNFAGIKSYLVSQGWSR 
DK P YAVDFWDKTGTNYNNG PVL S RF VQ KVLDK 
TGAKKVD I VAHSMGGANTL YY I KNLDGGNKVE 
NWTLGGANRLTTSKALPGTDPNQKILYTS IY 
S S ADMI VMNYLSKLDGAKNVQ IHGVGH IGLLM 
NSQVNSLIKEGLNGGGLNTN 


SEQ ID NO: 89 


KV10(4G6) 


EHNPWMVHGIGGASFNFAGIKSYLVSQGWPR 
DKL YAVDFWDKTGTNYNNG PVL S RFVQKVLDE 
TGAKKVD I VAH SMGG ANTL YY I KNLDGGNKVE 
SWTLGGANRLVTGKAL PGTDPNQKI LYTS IY 
SSADMIVMNYLSKLDGAKNVQIHGVGHIGLLM 
NS QVNS L I KEGLNGGGHNTN 


SEQ ID NO: 90 


KV12(6D4) 


EHNPWMVHG IGGASF SF AG IRS YLVSQGWPR 
DKL YAVDFWDKTGTNYNNG PVL SRFVQKVLDE 
TGAKKVDI VAHSMGGANTL YY I KNLDGGNKVE 
NWTLGGANRLTTGKAL PGTDPNQKI LYTSVY 
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SSADMIVMNYLSKLDGAKNVQIHGVGHIGLLM 
NSQVNRL I KEGLNGGGHNTN 


SEQ ID NO: 91 


N2.2 


EHNP WMVHG I GGAS F S F AG I RS YLVSQGWPR 
DKLYAVDFWDKTGTNYNNGPVLSRFVQKVLDE 
TGAKKVDIVAYSMGGANTLYYIKNLDGGNKVE 
NWTLGGANRLTTGKALPGTDPNQKILYTSVY 
SSADMIVMNYLSKLDGAKNVQIHGVGHIGLLM 
NSQVNRL IKEGLNGGGHNTN 


SEQ ID NO: 92 


N2.3 


EHNPWMVHG I GGAS F S F AG I RS YLVS QGWPR 
DKLYAVDFWDKTGTNYNNGPVLSRFVQKVLDE 
TGAKKVD I VAH SMGGANTL YY I KNLDGGNKVG 
NWTLGGANRLTTGKALPGTDPNQKILYTSVY 
S S ADMI VMNYL SKLDGAKNVQ I HGVGH I GL LM 
NSQVNRL I KEGLNGGGHNTN 


SEQ ID NO: 93 


N2.1 


EHNPWMVHGIGGASFSFAGIRSYLVSQGWPR 
DKLYAVDFWDKTGTNYNNGPVLSRFVQKVLDE 
TGAKKVDIVAHSMGGANTLYYIKNLDGGNKVE 
NWTLGGANRLTTGKALPGTDPNQKILYTSVY 
S S ADMI VMNYL SKLDGAKNVQ I HGVGH I GLLM 
NSQVNRLIKEGLNGGGHNTN 


SEQ ID NO: 94 


KV4(2E12) 


EHNPWMVHG I GGT S FNF AG I KSYLVSQGWS R 
DKLYAVDFWDKTGTNYNNGPVLSRFVQKVLDE 
TGAKKVD I VAH SMGGANTL YY I KNLDGGNK I E 
NWTLGGANRLTTSKALPGTDPNQKILYTS I Y 
SSADMIVMNYLSKLDGAKNVQIHGVGHIGLLM 
NSQVNSL I KEGLNGGGHNTN 


SEQ ID NO: 95 


KV9(4C6) 


EHNPWMVHGIGGASFSFAGIKSYLVSQGWSR 
DKLYAVDF SDKTGTNYNNGPVLSRFVQKVLDE 
TGAKKVD I VAHSMGGANTL YY I KNLDGGNK I E 
NWTLGGANRLTTSKALPGTDPNQKILYTS I Y 
S SADMWMNYL SKLDGAKNVQ I HGVGH I GLLM 
NSQVNSL IKEGLNGGGHNTN 


SEQ ID NO: 96 


7D6 


KHNP WMVHG I GGAS YNF AG I KSYLVSQGWS R 
DKLYAVDFSDKTGTNYNNGPVLSRFVQKVLDE 
TGAKKVD I VAH SMGGANTLY Y I KNLDGGNK I E 
NWTLGGANRLTTSKALPGTDPNQKILYTSIY 
SSADMIVMNYLSKLDGAKNVQIHGVGHIGLLM 
NSQVNSL IKEGLNGGGLNTN 


SEQ ID NO: 97 


3F3 


EHNPWMVHG I GGASFNF AG I KS YLESQGWSR 
GKLYAVDFWDKTGTNYNNGPVLSRFVQKALDE 
TGAKKVDIVAHSMGGANTLYYIKNLDGGNKIE 
NWTLGGANRLTTSKALPGTDPNQKILYTSIY 
SSADMIVMNYLSKLDGAKNVQIHGVGHIGLLM 
NSQVNSL IKEGLNGGGQNTN 


SEQ ID NO: 98 


2D11(G2) 


EHNP WMVHG I GGASFNF AG I KSYLVSQGWSR 
GKLYAVDFWDRTGTNYNNGPVLSRFVKKVLDE 
TGAKKVD I VAH SMGGANTLY Y I KNLDGGNK I E 
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NWTLGG ANRSTT SKAL PGTDPNQK I L YTS I Y 
SSADMIVMNYLSKLDGAKNVQIHGVGHIGLLM 
NSQVNSL IKEGLNGGGQNTN 


SEQ ID NO: 99 


3C23(G2) 


EHNPWMVHGIGGASFNFAGIKSYLVSQGWSR 
GKLYAVDFWDRTGTNYNNGPVLSRFVQKVLDE 
TGAKKVD I VAHSMGGANTL YY I KNLDGGNKI E 
NWTLGG ANRSTTSKALPGTDPNQKILYTSIY 
SSADMIVMNYLSKLDGAKNVQIHGVGHIGLLM 
NSQVNSLIKEGLNGGGHNTN 


SEQ ID NO: 100 


G2.3 


EHNPWMVHGIGGASFNFAGIKSYLVSQGWSR 
GKL Y AVDFWDRTGTNYNNG PVL S RF VQKVLDE 
TGAKKVD I VAHSMGGANTL YY I KNLDGGNKI E 
NWTLGG ANRSTTSKALPGTDPNQKILYTSIY 
S S ADMI VMNCL SKLDG AKNVQ I HGVGH I GLLM 
NSQVNSL I KEGLNGGGQNTN 


SEQ ID NO: 101 


2A3 


EHNPWMVHGIGGASFNFAGIKSYLVSQGWSR 
DKLYAVDFKDKTGTNYNNGPVLSRFVKKVLDE 
TGAKKVDIVAHSMGGANTLYYIKNLDGGNKIE 
NWTLGGANRSTTSKALPGTDPNQKILYTSVY 
S S ADMI VMNYLS KLDG AKNVQ I HGVGH I GLLM 
NSQVNSLIKEGLNGGGLNTN 


SEQ ID NO: 102 


2F4 


EHNPWMVHGIGGASFNFAGIKSYLVSQGWSR 
DKL YAVDFWDKTGTNYNNG PVL SRF VKKVLDE 
TGAKKVD I VAHSMGGANTLYYI KNLDGGDKI E 
NWTLGG ANRSTTSKALPGTDPNQKILYTSVY 
S S ADMI VMNYL SKLDG AKNVQ I HGVGHI GLLM 
NSQVNSL IKEGLNGGGQNTN 


SEQ ID NO: 103 


2B9(G2) 


EHNP WMVHG I GG AS FNF AG I KS YLVSQGWS R 
DKLYAVDFWGKTGTNYNNGPVLSRFVKKVLDE 
TGAKKVD I VAHSMGGANTL YY I KNLDGGNKI E 
NWTLGG ANRSTTSKALPGTDPNQKILYTSIY 
S SADMIVMNYLSKLDG AKNVQ I HGVGH I GLLM 
NSQVNSL IKEGLNGGGQNTN 


SEQ ID NO: 104 


2C5 


EHNPWMVHGIGGASFNFAGIKSYLVSQGWSR 
GKL YAVDFWDKTGTNYNNG PVL SRF VKKVLDE 
TGAKKVD I VAHSMGGANTL YY I KNLDGGNKI E 
NWTLGG ANRSTTSKALPGTDPNQKILYTSIY 
S SADMIVMNYLSKLDG AKNVQ I HGVGH I GLLM 
NSQVNSLIKEGLNGGGQNTN 


SEQ ID NO: 105 


KV1(2A6) 


EHNPWMVHGIGGASFNFAGIKSYLVSQGWSR 
GKL YAVDFKDKTGTNYNNGPVLSRF VKKVLDE 
TGAKKVD I VAHSMGGANTL YY I KNLDGGNKI E 
NWTLGGANRSTTSKALPGTDPNQKILYTSIY 
S SADMIVMNYLSKLDG AKNVQIHGVGHIGLLM 
NSQVNSL IKEGLNGGGQNTN 


SEQ ID NO: 106 


2D13(G2) 


KHNPWMVHGIGGASFNFAGIKSYLVSQGWSR 
DELYAVDFWDETGTNYNNGPVLSRFVQKVLDE 
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TGAKKVD I VAHSMGGANTLYYI KNLDGGNKI E 
NWTLGGANRSTTSKALPGTDPNQKILYTS I Y 
SSADMIVMNYLSKLDGAKNVQIHGVGHIGLLM 
NSQVNSLIKEGLNGGGQNTN 


SEQ ID NO: 107 


3C8 


EHNPWMVHGIGGASFNFAGIKSYLVSQGWSR 
DKLYAVDFWDKTGTNYMNGPVLSRFVQKVLDE 
TGAKKVD I VAHSMGGANTL YY I KNLDGGNKVE 
NWTLGGANRSTTSKALPGTDPNQKILYTS IY 
S S ADMI VMNYLSKLDGAKNVQ I HGVGHIGLLM 
NSQVNSL I KEGLNGGGQNTN 


SEQ ID NO: 108 


2D5 


EHNPWMVHGIGGASFNFAGIKSYLVSQGWSR 
GKLYAVDFWDKTGTNYNNGPVLSRFVQKVLDE 
TGAKKVD I VAHSMGGANTL YYI KNLDGGNKI E 
NWTLGGANRSTTSKALPGTDPNQKILYTS I Y 
SSADMIVMNYLSKLDGAKNVQIHGVGHIGLLM 
NSQVNSLIKEGLNGGGQNTN 
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